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NTDB id 31833 AFLV RS04110 WP 012574420.1 .MALQQQLDLDGRSFIKGVHVGTIFHNEDNLYSVIRVRVEETNEAHIEKDVVVTGYFPLLGEYDTYTFFGAFKEHPRFGKQYVVD 84
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQAE 85
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NTDB id 31833 AFLV RS04110 WP 012574420.1 HFRKEFPETKEGVIQYLSGGMFKGIGKKTAAAIVETLGERAISKILEDPDVLANVPKLTKAKAKQLYETLREHEGLEQIMIALSQ 169
NTDB id 355 BSU 27480 NP 390625.1 HFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISLNQ 170
consensus !!*!! ! !!!!*!!!!! *! !!!!!!! !! !!* !! !!! !* !! !!*!*! !! ! ! ! !!!!!!! ! !
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NTDB id 31833 AFLV RS04110 WP 012574420.1 FGFGPQLSMKIYQVYKDETLQIIRTNPYQLVEDVEGIGFGRADDLGLQLGISGNHPDRIRAGCLYVMEQHCMQEGHVYMTYEQLL 254
NTDB id 355 BSU 27480 NP 390625.1 FGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQLI 255
consensus !!!!!!!!!!!!! ! !!! ! !!!!!! !!!!!!!!*!!*!! *!*!!!!!*!**!**!! *! *!* !!! !* !!!*
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NTDB id 31833 AFLV RS04110 WP 012574420.1 TEVKQLLEAKRQEAVEVA..CISREMIHLSEEGKLIVEEDRFYIPSLYFAEKGIVSNVKRLLEQKG.MTTFSEAEFLLALGEWEE 336
NTDB id 355 BSU 27480 NP 390625.1 IDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELEE 340
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NTDB id 31833 AFLV RS04110 WP 012574420.1 EANIQYSQKQKEAIQQALCSPLFILTGGPGTGKTTVINGIVHLFAKLHGLSLDPTSYDTDEPFPILLAAPTGRAAKRMTESTGLP 421
NTDB id 355 BSU 27480 NP 390625.1 RMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTGLP 425
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NTDB id 31833 AFLV RS04110 WP 012574420.1 AMTIHRLLGWSG.DGFQRGEDEPINGKLLIVDEMSMVDTWLANQLLKSVPSSMQVIFVGDEDQLPSVGPGQVLKDLLRANVIPTV 505
NTDB id 355 BSU 27480 NP 390625.1 AVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTV 510
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NTDB id 31833 AFLV RS04110 WP 012574420.1 RLTDIYRQAEGSSIISLAHAIKDGNIPHDLTFPQKDRSFIRCTGGQVVDVVKKVAENAKQKGYRAKDVQVLAPMYRGHAGIDRLN 590
NTDB id 355 BSU 27480 NP 390625.1 RLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELN 595
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VLQLVNQPDEENNVFNGDIGE ITVAS I FYAKNENTVEKEQDLMAVVVSFDGNEMVTFYPTKKQDEFLNQFIT
NTDB id 31833 AFLV RS04110 WP 012574420.1 ETLQQLFNPKQDNKRELTFGDVVYRVGDKVLQLVNQPDENVFNGDIGEIVAIFYANENVEKQDLVVVSFDGNEVTYPKQELNQIT 675
NTDB id 355 BSU 27480 NP 390625.1 VMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFT 680
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NTDB id 31833 AFLV RS04110 WP 012574420.1 HAYCCSIHKSQGSEFPIVILPVVKSYYRMLRRNLLYTAITRSKQYLILCGEEEAFQLGVMRTDDGTRQTTLYEKLTNTISP.... 756
NTDB id 355 BSU 27480 NP 390625.1 HAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE 765
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NTDB id 31833 AFLV RS04110 WP 012574420.1 .....EQQLLPMEDANIGMEGVTPYDFMENDVT 784
NTDB id 355 BSU 27480 NP 390625.1 LEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
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