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NTDB id 31830 AFLV RS03550 WP 012574315.1 MLFFISFLLGLLLGSFYNVVGLRVPKGESIVAPRSHCPHCKRTLTAFELIPVVSYVLQKGKCRACSARISFVYPFVELSTAILFA 85
NTDB id 103 BSU 28070 NP 390685.2 .MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAELVTACLFA 84
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NTDB id 31830 AFLV RS03550 WP 012574315.1 LAPLFVGWSAEVAVSWTLISLFIIIFVSDVHYMIIPNRVLLFLAPLLLIERLSFAPLTPWWDSLLGSFVGFTMLFVIALLSKGGM 170
NTDB id 103 BSU 28070 NP 390685.2 AAGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAARL.ISPLDSWYAGLLGAAAGFLFLAVIAAITHGGV 168
consensus !** ! ! !* * !!! !!* !*!*!*!*!!!!*!*! ! ! !!* !! *!* !!! !! ! !!! ***!!*
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NTDB id 31830 AFLV RS03550 WP 012574315.1 GGGDIKLFAVIGLALGAKLTVLAFFLSTLVGTVFGLIGMALGRVRRGQPMPFGPAIVVGTLIAYFFGETIIDAYVKVMM. 249
NTDB id 103 BSU 28070 NP 390685.2 GGGDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSIISFYIKMALG 248
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