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NTDB id 317625 CFK27 RS06465 WP 088771159.1 MIVTIITFIIVFGILVIVHEFGHFYFAKKAGILVREFSVGMGPKAVAFR.RNATTYTLRFLPIGGYVRMAGVADDEDEEL 79
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
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NTDB id 317625 CFK27 RS06465 WP 088771159.1 KPGTPVSLQIGQDGIVHSINASKKTTLFNGIPLSVTATDLERELWIEGYENGDESEVKRYSVDHDATIIESDGTEVQIAP 159
NTDB id 323 STU RS10650 WP 011225396.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAP 155
NTDB id 291 STER RS01205 WP 011680685.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAP 155
consensus !*!*!*!!**!*!!*!**!!*!*********!**!!!*!!!**!*!*!***! !*!*!*!!!!!!!*!*!!!!**!!!
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NTDB id 317625 CFK27 RS06465 WP 088771159.1 VDVQFQSAKLWQRMLTNFAGPMNNFILAIITFAILAFMQGGVTSTTTNVAATTANSVARQAGIQKGDQIVAVNGKKMTSA 239
NTDB id 323 STU RS10650 WP 011225396.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
NTDB id 291 STER RS01205 WP 011680685.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
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NTDB id 317625 CFK27 RS06465 WP 088771159.1 QSISLLIQDSPK.....QRLRLTIKR.DGQTKKITVTPAAKTVSGNRIGQIGVMWATKTDKSFGAKLAYGFTGSWNITKQ 313
NTDB id 323 STU RS10650 WP 011225396.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQ.GSYFLGVSPVL.....KTGLKDKIFGGFQMAWEGATA 309
NTDB id 291 STER RS01205 WP 011680685.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQ.GSYFLGVSPVL.....KTGLKDKIFGGFQMAWEGATA 309
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NTDB id 317625 CFK27 RS06465 WP 088771159.1 IFQVLGRMVTHGFSLNDLGGPVAIFATTSQAAKSGLRTVIYLLAVLSINLGIVNLLPIPALDGGKLLLNIVEGIRGKPLR 393
NTDB id 323 STU RS10650 WP 011225396.1 ILATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
NTDB id 291 STER RS01205 WP 011680685.1 ILATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
consensus !***!*** ***!!!!*!!!!!!*!****!!**!!!*****!***!!!!!!!*!!*!!!!!!!!!***!!*!*!!*!!!*
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NTDB id 317625 CFK27 RS06465 WP 088771159.1 VETESVITLIGFGLLMLLMILVTWNDIQRYFF 425
NTDB id 323 STU RS10650 WP 011225396.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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