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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 31758 RC1 RS05020 WP 012566267.1 .MAGSVNKVILIGNLGKDPEIRNMQNGGKVCNLRIATSENWKDRNTGERQERTQWHSVVIFNENLAQIAERYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQE....AYQRPAQ..QSRQPASDAPS 145
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQE....AYQRPAQ..QSRQPAPDAPS 145
NTDB id 31758 RC1 RS05020 WP 012566267.1 IEGQLETRKWTDQSGQEKYTTEVVLRQFRGELTLLDGREGSGG.GSGGGDYGG.....GGDYDRGGDYGGSYGGGGGYGA 153
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGM...NVPAQ....Q.GSWGQPQQPAKQHQ. 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQ.GGYSDNYAQNNNFNG 151
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NTDB id 1103 NMB RS07590 WP 002212976.1 HPQEA......PAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 HPQEA......PAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 31758 RC1 RS05020 WP 012566267.1 SPQRGPRGGAGGGQAGGQGGGRPPVNNDLDDEIPF 188
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .PMQQS....APQQY..SQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GNATRP....QPAQK..PAAQAEPPMDNFDDDIPF 180
consensus ** * *** * * *****!!*!!!

X non conserved

X similar

X ≥ 50% conserved


