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NTDB id 317320 D7I46 RS08985 WP 120772596.1 ...MSKGNFGK......MLLTGVVGGAIALGGSAIYQNTTNNNATSTSGSSVPVKTVKVDVNTDTTAAIKKVSNAVVSVL 71
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFN..WITGNKSFSNNGK..TTVSNVIYDTKSNTTKAVKNVKNTVVSVI 76
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFS..YFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVI 77
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSIN..QLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSIT..QLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSIT..QLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSIT..QLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSIT..QLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
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NTDB id 317320 D7I46 RS08985 WP 120772596.1 NYQNQSSSDDVFNSIFGQNSGNSQSSATSSLASEGSGVIYKKEDGKAYIVTNNHVVEGANSLEVLLAGGQKVKATLVGTD 151
NTDB id 381 SMU RS09890 WP 002262650.1 NYQKTDNSYYNYDSGSQE...KNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSD 153
NTDB id 425 SGO RS10525 WP 012131081.1 TYSESNSDAIF.....DN...NNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTD 149
NTDB id 539 SM12261 RS09395 WP 000681587.1 TYSANRQNSVF.....GN...DDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 256 KZH43 RS10270 WP 000681597.1 TYSANRQNSVF.....GN...DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 215 SPD RS10945 WP 000681597.1 TYSANRQNSVF.....GN...DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 181 SPR RS10425 WP 000681597.1 TYSANRQNSVF.....GN...DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 145 SP RS11450 WP 000681597.1 TYSANRQNSVF.....GN...DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
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NTDB id 317320 D7I46 RS08985 WP 120772596.1 AYTDLAVLKIDDNDVKEVATFADSSNLTIGEPAIAVGSPLGSEFANTATEGIVSAINRQVSMQNDEGQNVNVNAIQTDAA 231
NTDB id 381 SMU RS09890 WP 002262650.1 TYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAA 233
NTDB id 425 SGO RS10525 WP 012131081.1 TYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAA 229
NTDB id 539 SM12261 RS09395 WP 000681587.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
NTDB id 256 KZH43 RS10270 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
NTDB id 215 SPD RS10945 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
NTDB id 181 SPR RS10425 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
NTDB id 145 SP RS11450 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
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NTDB id 317320 D7I46 RS08985 WP 120772596.1 INPGNSGGALINIEGQVIGITQSKLTTTQD..GSTSVEGMGFAIPSNDVVNIIAKLEKDGKVIRPALGITMVDLSQFSTD 309
NTDB id 381 SMU RS09890 WP 002262650.1 INPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTS 313
NTDB id 425 SGO RS10525 WP 012131081.1 INPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSS 307
NTDB id 539 SM12261 RS09395 WP 000681587.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTS 304
NTDB id 256 KZH43 RS10270 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 215 SPD RS10945 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 181 SPR RS10425 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 145 SP RS11450 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
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NTDB id 317320 D7I46 RS08985 WP 120772596.1 DLNQLKLPDSVTGGVVVHTVQSGMPASTAGLKAGDVITKIGDTTITSSTDLQSALYKYNIGDTVAITYYRDGKSHTANVK 389
NTDB id 381 SMU RS09890 WP 002262650.1 GRDTLKIPSDVTSGIVVLSTQSGMPADG.KLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQ 392
NTDB id 425 SGO RS10525 WP 012131081.1 SSDRLKLPDNVKNGVVVRSTQTGMPADG.KLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIK 386
NTDB id 539 SM12261 RS09395 WP 000681587.1 DIRRLNIPSNVTSGVVVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 256 KZH43 RS10270 WP 000681597.1 DIRRLNIPSNVTSGVIVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 215 SPD RS10945 WP 000681597.1 DIRRLNIPSNVTSGVIVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 181 SPR RS10425 WP 000681597.1 DIRRLNIPSNVTSGVIVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 145 SP RS11450 WP 000681597.1 DIRRLNIPSNVTSGVIVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
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