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NTDB id 317319 D7I46 RS08940 WP 120772587.1 MIETLITFIIIFGIIVAIHEYGHLWWAKRAGILVREYAIGMGPKIFAHRAKDGTLYTIRILPLGGYVRLAGWGDDKTEIK 80
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
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NTDB id 317319 D7I46 RS08940 WP 120772587.1 KGMPASLVMGLTESEVTDSVSVSDKITRINLSEHVELDHAIPMLVTDYDFEKELYIEGEVFGETKRYSVYHDATIIEEDG 160
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKD...........GKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDG 148
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKD...........GKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDG 148
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NTDB id 317319 D7I46 RS08940 WP 120772587.1 TEVRIAPIDVQYQSVGVIHKILTNFGGPLNNFILGIIAFIVLTFMQGGVPSNTNVVGQVEHSTPAYSAGLKAGDKIQSVN 240
NTDB id 323 STU RS10650 WP 011225396.1 TELRIAPKDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAIN 228
NTDB id 291 STER RS01205 WP 011680685.1 TELRIAPKDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAIN 228
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NTDB id 317319 D7I46 RS08940 WP 120772587.1 GENTDNWSEVVSAITAS.....EGKKLNLQIS.RGGADKELSVTPKKIDGAYRVGIMQSIKTGFFDKVTGGFVQAGQAAT 314
NTDB id 323 STU RS10650 WP 011225396.1 KDKVTDWDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGAT 308
NTDB id 291 STER RS01205 WP 011680685.1 KDKVTDWDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGAT 308
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NTDB id 317319 D7I46 RS08940 WP 120772587.1 AIFKALGSLIARPSLDKLGGPVAIYQLSGEAARAGLTAIVYLLAMLSINLGIVNLFPIPVLDGGKIVLNIIEAIRGKALS 394
NTDB id 323 STU RS10650 WP 011225396.1 AILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
NTDB id 291 STER RS01205 WP 011680685.1 AILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
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logo QEKI ES IY ITLVAGVVAFVMVVLFMIAVTWNDI LMRAFVFH
NTDB id 317319 D7I46 RS08940 WP 120772587.1 QEKESIITLVGVVFMVVLFIAVTWNDILRAFVH 427
NTDB id 323 STU RS10650 WP 011225396.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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