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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENK......DNALKQSTSENSSLSKVEDV.QV 73
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENK......DTALKQSTSENNSLSKLEDV.QV 73
NTDB id 613 LCA RS05340 WP 231952379.1 .....MMWQDYWQRYRRFWWV.PCLVLLGIIAGGFYWHQSQQKQKVTQNE........QLLATSASKTK.......PATK 59
NTDB id 105 BSU 25590 NP 390437.1 ...........MNWLNQHKKA.IILAASAAVFTAIMIFLATGKNKEPVKQAVPT.................ETENTV.VK 50
NTDB id 300 STER RS07485 WP 011681496.1 ......MKEKILAYVKDNRLF.VSVIAVLMVIFCFFLWMTCGA..GNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQS 71
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .......MESIIEKIKEYKII.VICTGLGLLVGGFFLLKPAPH..TPVKETNLQ...AEVVAI..SKDSSTE..KDVK.K 62
NTDB id 493 SM12261 RS04300 WP 000387351.1 .......MEAIIEKIKEYKII.VICTGLGLLVGGFFLLKPAPQ..TPVKETNLQ...AEVVAV..SKDSVSE..KEVK.K 62
NTDB id 153 SP RS04730 WP 000387344.1 .......MEAIIEKIKEYKII.VICTGLGLLVGGFFLLKPAPQ..TPVKETNLQ...AEVAAV..SKDSSTE..KEVK.K 62
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......MEAIIEKIKEYKII.VICTGLGLLVGGFFLLKPAPQ..TPVKETNLQ...AEVAAV..SKDLVSE..KEVN.K 62
NTDB id 222 SPD RS04535 WP 000387330.1 .......MEAIIEKIKEYKII.VICTGLGLLVGGFFLLKPAPQ..TPVKETNLQ...AEVAAV..SKDLVSE..KEVN.K 62
NTDB id 188 SPR RS04295 WP 000387330.1 .......MEAIIEKIKEYKII.VICTGLGLLVGGFFLLKPAPQ..TPVKETNLQ...AEVAAV..SKDLVSE..KEVN.K 62
NTDB id 317304 D7I46 RS06705 WP 120772199.1 .......MERIIEFIKENLKL.VILSVVALFAGGIFYFVSHPK..SADNAL..S...ATMLSS.....VSTD..KT..SV 56
NTDB id 595 KW2 RS08725 WP 021037687.1 .......MEKILDKLKEYWKI.MLLVVCALIAGGIFYIFTNSP..KPAETL..S...VENLSS.....SSTK..SSVSKF 58
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NTDB id 36 MW RS08230 WP 001793467.1 KDGDNSKNKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQI 151
NTDB id 20 SA RS08005 WP 001802022.1 KDGDNSKNKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQI 151
NTDB id 613 LCA RS05340 WP 231952379.1 KTHQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQEL 139
NTDB id 105 BSU 25590 NP 390437.1 QEANNDESNETIVIDIKGAVQHPGVYEMRT.GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQG 129
NTDB id 300 STER RS07485 WP 011681496.1 KTEGSEKVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQ 150
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EEKEEPVEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHT 141
NTDB id 493 SM12261 RS04300 WP 000387351.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQA 141
NTDB id 153 SP RS04730 WP 000387344.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT 141
NTDB id 263 KZH43 RS04195 WP 000387330.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT 141
NTDB id 222 SPD RS04535 WP 000387330.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT 141
NTDB id 188 SPR RS04295 WP 000387330.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT 141
NTDB id 317304 D7I46 RS06705 WP 120772199.1 STSNHFSKATEIEVDLKGAVVKPNVYNVSS.DMRVDDLIKLAGGFTTNADQNQVNLAAKLKDEEVVYVPQKGEMASGASA 135
NTDB id 595 KW2 RS08725 WP 021037687.1 NSSSSEKNKNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSEST 137
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NTDB id 36 MW RS08230 WP 001793467.1 GVN...............SVH...VKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKG 213
NTDB id 20 SA RS08005 WP 001802022.1 EVN...............SVH...VKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKG 213
NTDB id 613 LCA RS05340 WP 231952379.1 IQAPQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGG 219
NTDB id 105 BSU 25590 NP 390437.1 GGG............SV........QSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSG 189
NTDB id 300 STER RS07485 WP 011681496.1 TGT............GQVSD...KGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSG 215
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .GS............G........APSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 493 SM12261 RS04300 WP 000387351.1 .GP............G........TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 153 SP RS04730 WP 000387344.1 .GS............G........TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 263 KZH43 RS04195 WP 000387330.1 .GL............G........TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 222 SPD RS04535 WP 000387330.1 .GL............G........TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 188 SPR RS04295 WP 000387330.1 .GL............G........TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 317304 D7I46 RS06705 WP 120772199.1 .DN............SVSTDGVGNSLTTTSQTPKVNINTADLTQLQTLNGIGQKKAQDIIDYRTQNGNFQSVEDLGNVPG 202
NTDB id 595 KW2 RS08725 WP 021037687.1 .DS............PTGS.SVSN.QISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSG 202
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NTDB id 36 MW RS08230 WP 001793467.1 FGSKTFDKLKSYFTI. 228
NTDB id 20 SA RS08005 WP 001802022.1 FGSKTFDKLKSYFTI. 228
NTDB id 613 LCA RS05340 WP 231952379.1 IGPKTFEQLQSQICVN 235
NTDB id 105 BSU 25590 NP 390437.1 IGEKSFEKIKSSITVK 205
NTDB id 300 STER RS07485 WP 011681496.1 IGDKTLDKIRESLYVA 231
NTDB id 521 SMSK321 RS04960 WP 000443804.1 IGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 IGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 IGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 IGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 IGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 IGGKTIEKLKDYVTVD 216
NTDB id 317304 D7I46 RS06705 WP 120772199.1 FGDKTIAKLKDSICVD 218
NTDB id 595 KW2 RS08725 WP 021037687.1 FGDKTLEKLKDEISID 218
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X similar

X ≥ 50% conserved


