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LAIVDTMNFIKEDVQTIVMGMAASMGT IASSGUKGKRFMLPNAEYIRIHQPMGGEGNGTQQTDYNIA K KKTRDR
TASSGKGKRFMLPNAEYMIHQPMGGEGNGTQQTDMA INAE[NL LK TR]6}
TASSGWKGKRFMLPNAEYMIHQPMGGTGRGTQQTDMAINAERLLKTR]S:!
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIAI
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRII
TASSGIXKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIEN
TASSGIXKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIUMY
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