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NTDB id 419 DQL23 RS10745 WP 060553298.1 ..MILKIIIAFF....PTIIQVVSYEIFHKKIMQSKKIDIKFIGLFFSIVFGISIISSILIEIPSFGDVISSIFHYIFLF 74
NTDB id 416 SGO RS10505 WP 012131078.1 ..MIFTIILSLF....PVIIQVFSYDFFYNKINRKKKINIKLIILFWGLIMVISFLYSLFLLLPDYWKIFRDIFHYLFLL 74
NTDB id 317229 D7D53 RS09105 WP 120770761.1 MGTIVEIILGIIDMLLTCILISMIYGKICKT.....SNKDKNILGFI..LLFFQIIYFYFLFMFNNI.DLLLIIHYVLIN 72
NTDB id 486 SM12261 RS09375 WP 020902616.1 .....MDFLAVLVVILHIFIISKSYYLICKN.....KINIKELCFFGGYTFLVESV.FELSFYFIYL.DGLG....IEKF 64
NTDB id 138 SP RS11430 WP 000364845.1 .....MDLLGFGTVIVHFLIISHSYRLICKG.....RINRKELYVFGAYTLLTEIV.LEFSFYLLYL.DKIG....IERF 64
NTDB id 249 KZH43 RS10250 WP 000362880.1 .....MDLFGFGTVIVHFLIISHSYHFICKG.....QINRKELFVFGAYTLLTEIV.FDFPLYILYL.DGLG....IERF 64
NTDB id 208 SPD RS10925 WP 000362880.1 .....MDLFGFGTVIVHFLIISHSYHFICKG.....QINRKELFVFGAYTLLTEIV.FDFPLYILYL.DGLG....IERF 64
NTDB id 174 SPR RS10405 WP 000362880.1 .....MDLFGFGTVIVHFLIISHSYHFICKG.....QINRKELFVFGAYTLLTEIV.FDFPLYILYL.DGLG....IERF 64
NTDB id 514 SMSK321 RS10615 WP 001048129.1 .....MNLFGVGLVIVYFLIISHSYRLICKG.....QINRKELYVFSAYILLTEIV.LDFPSYLLHL.DDLG....IVKF 64
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NTDB id 419 DQL23 RS10745 WP 060553298.1 IQPLIFYKYFL.KRKEYDNYLNLFLSFVIYLSVETSETFLSVIISSITGDYFVKQHYDIFYIIINLLSLFIILKVVDFFD 153
NTDB id 416 SGO RS10505 WP 012131078.1 IQPLIFYKYFLIKRKEYENYLNLFLSFVIYLSVETSETFLSVIISSITGDSFVKQHYDIFYIIINLLSLFIILKVVDFFD 154
NTDB id 317229 D7D53 RS09105 WP 120770761.1 VYPIIFYIFLKF.FKKYNYSKSIFLSILFSLLYQSTHTFLSVISSSITGDLLVQQYEQAFFFIINLISYFIIDKIITYFN 151
NTDB id 486 SM12261 RS09375 WP 020902616.1 LFPLVLYSYFRF.IKKYEKYRGVFLSLLLSLLYNSTHTFLSVTLSSIIGDDTALQYHSLFFLVVVALTYVVIVTIIRYFH 143
NTDB id 138 SP RS11430 WP 000364845.1 LFPLGLYSYFRW.MKQYERDRGLFLSLLLSLLYESTHNFLSVIFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFH 143
NTDB id 249 KZH43 RS10250 WP 000362880.1 LFPLGLYSYFRW.MKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFH 143
NTDB id 208 SPD RS10925 WP 000362880.1 LFPLGLYSYFRW.MKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFH 143
NTDB id 174 SPR RS10405 WP 000362880.1 LFPLGLYSYFRW.MKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFH 143
NTDB id 514 SMSK321 RS10615 WP 001048129.1 LFPLVLYSYFRW.IKQYERDRGLFLSLLLSLLYESTHNFLSVTLSSLTGDNFVLQYYEPFFFLVTVLTYVVILKIIHYFH 143
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NTDB id 419 DQL23 RS10745 WP 060553298.1 FYFEYYKEPIYKNDLYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQHEKAKEIQQKK 233
NTDB id 416 SGO RS10505 WP 012131078.1 FYFEYYKEPIYKNDLYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQYEKAKEIQQKK 234
NTDB id 317229 D7D53 RS09105 WP 120770761.1 LELNYFDKDYLYPFLKKVFFALLLLHIVSFISDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKEQMEKEIALKQKK 231
NTDB id 486 SM12261 RS09375 WP 020902616.1 LELNYFDKDYLYPFLKKVFFALLLLHVVSFISDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKEKMEKEIALKQKK 223
NTDB id 138 SP RS11430 WP 000364845.1 LELAYFDKDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKK 223
NTDB id 249 KZH43 RS10250 WP 000362880.1 LELAYFDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKK 223
NTDB id 208 SPD RS10925 WP 000362880.1 LELAYFDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKK 223
NTDB id 174 SPR RS10405 WP 000362880.1 LELAYFDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKK 223
NTDB id 514 SMSK321 RS10615 WP 001048129.1 LDLNYFDKDYLYPFLTKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKDQMEKEIALKQKK 223
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NTDB id 419 DQL23 RS10745 WP 060553298.1 EEQRQLQLYTDEIVGLYNEIRGFRHDYAGMLISLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALR 313
NTDB id 416 SGO RS10505 WP 012131078.1 EEQRQLQLYTDEIVGLYNEIRGFRHDYAGMLTSLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALR 314
NTDB id 317229 D7D53 RS09105 WP 120770761.1 FEQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGDLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALR 311
NTDB id 486 SM12261 RS09375 WP 020902616.1 FEQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGDLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALR 303
NTDB id 138 SP RS11430 WP 000364845.1 FEQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALR 303
NTDB id 249 KZH43 RS10250 WP 000362880.1 FEQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALR 303
NTDB id 208 SPD RS10925 WP 000362880.1 FEQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALR 303
NTDB id 174 SPR RS10405 WP 000362880.1 FEQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALR 303
NTDB id 514 SMSK321 RS10615 WP 001048129.1 FEQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALR 303
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logo SVLLVI
AQ

T
S I FVKYARENCNGVE I

F
V
T
F
LEMVKDI

K
V
TI ETRTKLPMIDKELLDLVRVIAMSVLLNNAVEGASAEDSPYSKKTQMNEVSALVVIKLMDEKTE I

TVFIV IQNSRCQKSMRT
NTDB id 419 DQL23 RS10745 WP 060553298.1 SVLIQTIFKARECGVEIVFEMKDVIETLPMKLLDLVRVASVLLNNAVEGAAESPSKTMNVSLVKLDKEIVFVIQNSRQSR 393
NTDB id 416 SGO RS10505 WP 012131078.1 SVLIQTIFKARECGVEIVFEMKDVIETLPMKLLDLVRVASVLLNNAVEGAAESPSKTMNVSLVKLDKEIVFVIQNSRQSR 394
NTDB id 317229 D7D53 RS09105 WP 120770761.1 SLVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMT 391
NTDB id 486 SM12261 RS09375 WP 020902616.1 SLVAQSIVYARNNGVEFTLEVKDKITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMT 383
NTDB id 138 SP RS11430 WP 000364845.1 SLVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMT 383
NTDB id 249 KZH43 RS10250 WP 000362880.1 SLVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMT 383
NTDB id 208 SPD RS10925 WP 000362880.1 SLVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMT 383
NTDB id 174 SPR RS10405 WP 000362880.1 SLVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMT 383
NTDB id 514 SMSK321 RS10615 WP 001048129.1 SLVAQSIVYARNNGVEFTLEVKDIITRLPIDLLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMT 383
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NTDB id 419 DQL23 RS10745 WP 060553298.1 YINLEEIYEVGFSTKGENRGLGLNNVKEIIDKYDEVILETDIETNYFIQVVRFKRKEKI 452
NTDB id 416 SGO RS10505 WP 012131078.1 YINLEEIYEVGFSTKGENRGLGLNNVKEIIDKYDEVILETDIETNYFIQVVRFKRKEKI 453
NTDB id 317229 D7D53 RS09105 WP 120770761.1 MTPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 449
NTDB id 486 SM12261 RS09375 WP 020902616.1 MTPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 138 SP RS11430 WP 000364845.1 MTPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 249 KZH43 RS10250 WP 000362880.1 MTPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 208 SPD RS10925 WP 000362880.1 MTPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 174 SPR RS10405 WP 000362880.1 MTPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 514 SMSK321 RS10615 WP 001048129.1 MTPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
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