logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

624
113
112
597
526
158
268

LCA RS00040 WP 011373726.1

BSU 40900 NP 391970.1

BSU 36310 NP 391512.2

Kw2 RS01935 WP 021036727.1
SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1
317198 D7D53 RS06835 WP 120770527.1
498 SM12261 RS01980 WP 000282464.1
409 SMU RS08940 WP 002263454.1

583 DLJ51 RS09560 WP 002962590.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

624
113
112
597
526
158
268

LCA RS00040 WP 011373726.1
BSU 40900 NP 391970.1

BSU 36310 NP 391512.2

Kw2 RS01935 WP 021036727.1
SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1
317198 D7D53 RS06835 WP 120770527.1
498 SM12261 RS01980 WP 000282464.1
409 SMU RS08940 WP 002263454.1

583 DLJ51 RS09560 WP 002962590.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

LCA RS00040 WP 011373726.1

BSU 40900 NP 391970.1

BSU 36310 NP 391512.2

Kw2 RS01935 WP 021036727.1
SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1
317198 D7D53 RS06835 WP 120770527.1
498 SM12261 RS01980 WP 000282464.1
409 SMU RS08940 WP 002263454.1

583 DLJ51 RS09560 WP 002962590.1

624
113
112
597
526
158
268

consensus

e BRI e OLSDERT

K| [AGEREADF [
KBQNGEREADFVN
KBDQNGEREADFVN
KMONGEREADFVN

L RLTs10 et oty

KBMQNGEREADFVN
KMONGEREADFVN
KBQNGEREADFVN
KBMQNGEREADFVN
KMQ GE ADFVN
KINQ GER ADFVN

kkkk DD Ix %ok Iokok kkk kk DD Doksk * % Pl skokk Pookok 11 k% *

A e

NQ GQYVTEV DNSTTTEQEG-SQNFNSNQSNGSQ ....... QSGFTSPQQTGNAPAANNTQADP
NGGESGSG. . . .. GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP

*ok | * * %

- JLOUEEE| T
FAN GQA S LI 170
FANGKP LPF 172
113
129
131
131
131
131
131
131
131
131
131

153
155
113
115
117
117
117
117
117
117
117
117
117



(>4 S

non conserved
similar
>50% conserved



