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NTDB id 602 KW2 RS03060 WP 011834647.1 LAIVDTMNFIKDVQTIVMGMAASMGT TASSGIWKGKRFMLPNAEYMTHQPMGGE\GINJGTQQTDMATNAENLLKTRISQILEN 155
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NTDB id 330 STU RS11365 WP 002949732.1 LATIVDTMNFIKBIDVQTIVMGMAASMGT IASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRANILEM 152
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NTDB id 244 SPR RS03300 WP 000613477.1 LATVDTMNFIKEADVQTIVMGMAASMGT IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRNMA 152
NTDB id 242 SP RS03655 WP 000613477.1 LAIVDTMNFIKI\DVQTIVMGMAASMGT IASSGMKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIEN 152
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NTDB id 298 STER RS01925 WP 002949732.1 HYDAERDNWMSAQETLEYGFIDEIMMNN[NLKE 196
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