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NTDB id 317167 D7D53 RS00240 WP 120769765.1 MKKLAKRISRKEWGMILLAILFTCFSVYLELEVPTYISKITDLLGSQGTNLDELWQPASMMVGMSFLAFLSAVAVGFFAS 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !* !!* !!!!!*!! ! ! !***! ! !*! !! !! * !! ** !*! !* !! ! !! !!! !!
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NTDB id 317167 D7D53 RS00240 WP 120769765.1 RVAASYTSRLRSDIFNRVLDYSQTEIKKFSIPSLLTRTTNDITQVQMLITMGLQVVTRGPIMAIWAIGKILGHSEYWLWA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! !!!*!*!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!*!!*!**! !!*!!!!!!!!!!*!!* !! !*!* ! !
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NTDB id 317167 D7D53 RS00240 WP 120769765.1 VLVAVIVNVLMTTVLMTLAFPRQSLIQSLTDKLNSITRESLTGIRVVRAYNAEDYQNDKFAAANDELTRLNLFVNRLMAI 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ! !!!** *! *!!! *!!!!! *!!!!! !!! !!!!!!!*!!!!!!!!!!!! !! ! !!*!!! ! !!! *
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NTDB id 317167 D7D53 RS00240 WP 120769765.1 LNPIMMGISSGLSVAIYWIGAYVINDAA............PSARLPLFSDMVVFMSYAMQVVMGFLLMGALFIVLPRTMV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus *!!*! *!!!!**!!!!!!!!**!! ************* !***!!!!!!! !!!!!!!*!!**! !*!!*!!! *!

logo SAKR INEQVLADLHNSS IVHQFNKPAEQVYQSKQADENANLRKQGEQVEFHKDVSTFRYASAKNSERAVI EHVSFRSAEKAGEQTVAF IGSTGSGKSTLVNL IP
NTDB id 317167 D7D53 RS00240 WP 120769765.1 SAKRINQVLDLHSSIQNPAQVQQADENLQGQVEFKDVTFRYAANSEAVIEHVSFRAEAGQTVAFIGSTGSGKSTLVNLIP 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFK.EYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIP 399
consensus !!!!!! !! !*!!** ** !! ! !!!*!!*!!! !! !!!!!!!! ! !! !!!!!!!!!!!!!!!!!!!!
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NTDB id 317167 D7D53 RS00240 WP 120769765.1 RFYDVSAGEILVDGVNVQDYDLKDLRNKVGYIPQKAVLFSGDVKGNLDFGHSQETPLSEQAMWQALELAQSKNFIEDKEA 468
NTDB id 369 SMU RS04255 WP 002263293.1 RFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEK 479
consensus !!!! * ! ! *!!* !!!! * !! !!!!!!!!*!!!!!! ** !* !!*! !! * *! !!!!!! !!!*!*!!
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NTDB id 317167 D7D53 RS00240 WP 120769765.1 GLASEVAQGGTNFSGGQRQRLAIARALARKPEILIFDDSFSALDYKTDRVLRQELAEKTKSMTKLIVAQRISTIMDADLI 548
NTDB id 369 SMU RS04255 WP 002263293.1 GLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHI 559
consensus !! *!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!**!! !!! !!!!!!!!!!!!!!!!!*!



logo LVLDQGKVVGQGTHKELLANNDE I
VYQE IAYSQLSKEELEHNGK

NTDB id 317167 D7D53 RS00240 WP 120769765.1 LVLDQGKVVGQGTHKELLANNEVYQEIAYSQLSKEELEHGK 589
NTDB id 369 SMU RS04255 WP 002263293.1 LVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!*!!
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