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TGKDGTAVYTIR I LPLGGYVRMAGWGDEDTTE IKT

NTDB id 317163 D7D53 RS00140 WP 120769751.1 MLGILTFILVFGIIVVVHEFGHFYFAKKSGILVREFAIGMGPKIFAHIGKDGTAYTIRILPLGGYVRMAGWGDDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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logo GTSPVASLTLTGDKDGKVKRR INLSGDKRKQLVDQTALPMQNVTQAFYDFLEDKLFTIRTGLVLEGEETKTFYAEVDHDATVIVEAEDGTEVLR IAPLKDVQY
NTDB id 317163 D7D53 RS00140 WP 120769751.1 GTPVSLTLTDDGKVKRINLSGKKLDQTALPMQVTQFDFEDKLFIRGLVLEEEKTFAVDHDATVVEADGTEVRIAPLDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!*!!!!**!!!!*!!!!!****!!!!!!!*!!**!*!!!!*!*!!!!*!*!!**!!!!!!*!!*!!!!*!!!!*!!!!

logo QNATS IWGKRL ITNFAGPMNNF I LGVVLVFWI I L IAFMVQGGVRQDVTDSTNQLFIHQI
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NTDB id 317163 D7D53 RS00140 WP 120769751.1 QNATIWGKLITNFAGPMNNFILGVVVFWILIFMQGGVRDVDTNQFHIMPQGALAKVGVPETAQITKIGSHEVSNWESLIQ 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!*!!!*!!!!!!!!!!!!!!!!*!!*!!*!*!!!!*!**!!*******!!****!******!**!****!**!*!!**

logo AVLERSEENTKQDKKFTSKAGPDTSLDSVTI
VKSRESKNGSQDEKEQTVITSVTKPEQKESQGHSYLFLGVQSPGVI

LKSTDGFLLKSDMKFIVFGGFTQTMAAWDESGALTRAI LSAETLKNGL I FTQN
NTDB id 317163 D7D53 RS00140 WP 120769751.1 AVESETKDKT.APTLDVTI.SEKGSDKQVTVTPEESQGHYLLGVQPGIKSDFLSMFVGGFTTAADSALRILSELKNLIFQ 318
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!********!*!!*****!******!*!**!!!*!*!!!*!**!********!!!**!***!**!!**!!*!!**

logo

P
F
D
SLNKLGGPVAI

MFKQAMSSADQAASKENSGI
L
E
I
N
S
V
I LYDFLLMAGI

M
I
LS INI

LG I FNL IP IPALDGGKIVLMNI LI EA IRRKPLKNQE I ETSYVITLAGV
NTDB id 317163 D7D53 RS00140 WP 120769751.1 PDLNKLGGPVAIFKASSDAAKNGIENVLYFLAIISINIGIFNLIPIPALDGGKIVLNILEAIRRKPLKQEIETYVTLAGV 398
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus **!!!!!!!!!*!**!**!***!****!******!!!*!!!!!!!!!!!!!!!!!*!!*!!!!!!!!*!!!!*!*!!!!!
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A
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NTDB id 317163 D7D53 RS00140 WP 120769751.1 VIMVVLMIAVTWNDIMRLFFR 419
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF. 420
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF. 420
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