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KW2 RS08725 WP 021037687.1
STER RS07485 WP 011681496.1

SMSK321 RS04960 WP 000443804.1
SM12261 RS04300 WP 000387351.1
SP RS04730 WP 000387344.1
KZH43 RS04195 WP 000387330.1
SPD RS04535 WP 000387330.1

SPR RS04295 WP 000387330.1
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BME ITEKIKEYKIIVICTGLGLLVGGFFLLKPAPKITPVKETNLQR
BMEAITIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQR

AMEAITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQR
AMEATITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQR
AMEATITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQR

.MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQ.
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NERVIINING A KENENTQES S DEJE VDL ER Q/NHE F bRy QEEIAS A KDY E R K VI SESEESIEDSPTGSSVSN
SK ERNACETNY V NITENRY TINK A[CHAY T|b| v NE £/ eleln DI I AR WA A SIBEIIHE MENAY A NJIDIAN VS VLDQTGTGQVSDKG
INIQIVDVKGAV [NJAG Y LPVGSRVIDAVQKAGG T A SHS NLAQK [DE VYVINGGEEUFVAFY IECT S GTTG

DLITVDVKGAVKSPGIYDLEVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEE [ASQjs|T - S[EA
...... GPGT
...... GBJG T
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...... GLGT
kokskok Dk DD Daokokskok |skokok IEER INRES Px1l kok b kskok |1 kox *kokokk
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EX‘C‘(Q& Le QKIL§ R v e ol QV 2 I_ 2
[ARASEY BIGYKVN NKADILPWELMY G GNK AQDIIDIJRIEIGNGINFKS 218
/] WISK K NLNNA BJE LMy BJG G KRA D IJWGRE [EIGEF[MSVD LKIVSGIGINKT l 231
ENQQIEBIGIQANRY TH EL[MY BIG GEKRAQDIIAYRE GKF SVDELKNVSGIGQKM EKLK BIVTVD 225

JYSSIESK KK NLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216

ASSINSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216

ASSINSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216

ASSHSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216

ASSHSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216

ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
* dok Do o x|k Pokokokok Dok Dok Dok Dok Dok Dotk Dotk Dok 1k | ! DUk Dok Dokokok | *

X non conserved
B similar
> 50% conserved
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