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EEKYQTWDLSTTI FATDAQADWEETEAYETASLTAVAQADI

LKDKAASAHFYAGHSLLDSSAPAKNLLEGATTELVYLMDSLMSRRLEKI
VYVYAHSMKND

NTDB id 317156 D7D50 RS09510 WP 120702166.1 MVKQRNEIDEKYQWDLSTIFATDQAWEEEATALAAAIKDAAHFAGSLLSSPANLLETTEVYLDLSRRLEKVYVYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! *! ***!!! !!!*!!!!!! !! ! *! ! **!!*!! !* !!! !!*!* ! !!!!!*!!!!*!!!!

logo QDTRTVAGKLYQEFYQASKAMSNSLYSLQLGSEATFAFYFYEPEFMAE I
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E
NFKLEKEQEVPAGLEGALYADHYFDEKRLLAKNTKDEHVLSQEKAEEELLAAGA

NTDB id 317156 D7D50 RS09510 WP 120702166.1 QDTRVAKYQEFQSKAMSLYSLLGETFAFYEPEFMEITEEQYTNFLKEVPALEAYAHYFDKLLKTKEHVLSQKEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! !* !!!*! !! !!! ! ! !!**!!!!! * * ! !*! ! !!!**!! !*!!!!! !!!!!*!

logo GDE I FANAGAPGTDETFENI
VLDNADI LVFPMWVKSDDGQGDQEVVEQLTHGNFYI STLMVESKDRDQI

VRKEGAYEQALMYGTVYEQFYQHTYAKQTLQGTNVVKVH
NTDB id 317156 D7D50 RS09510 WP 120702166.1 GEIFAAAGETFEILDNADIVFPMVKDDQGQEVQLTHGNYISLVESKDRQVRKEAYQALYGVYEQYQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus !*!! ** *!! *!!!!!!*!! ! ! !! ! !!!!!*!*!*!!!!! *!! !! !*!! !!!*!!!!! !!! !!!!

logo NYNQAKVRHKFYNSSAREHAALASANF IPESVYDSLLVEASVNKHLPLLHQRYLVDKLRKSKI
VLGI
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ELKMYDVYTPLSESTDETYAKFLTYEEAS ILAK

NTDB id 317156 D7D50 RS09510 WP 120702166.1 NYNAKVRKFSSAREAALSANFIPESVYDSLVEAVNKHLPLLQRYVKLRSKILGIEDLKMYDVYTPLSSTDYKFTYEEAIA 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !!*!!!!** !!!*!!! !!!!!!!!!!!!*! !!!!!!!!*!!* !! !*!!***!!!!!!!!!!! !* !!!! *

logo KASEEQAVLAI
V
F
LGDEDEYLSKSGRVHKARAFTERWIDVHPVNKQGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFTLVHETGHSLMHSSTFYTREQT

NTDB id 317156 D7D50 RS09510 WP 120702166.1 KSEQALAVLGDDYLSRVKRAFTERWIDVHVNQGKRSGAYSGGSYDTNAFMLLNWQDTLDNLFTLVHETGHSMHSSYTRET 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus ! ! !!* !**! !* !!!!!!!!!!*! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!**!! !

logo QPYVYGDYPS I FLAE IASTTNENI LTEQTLLAKEVEKDDEKTRFAI LNHFYLDGFKRGTVFRQTQFAEFEHAIHEKADAQESGQI
VLTASDEF

NTDB id 317156 D7D50 RS09510 WP 120702166.1 QPYVYGDYSIFLAEIASTTNENILTEQLLAEVEDDETRFAILNHFLDGFRGTVFRQTQFAEFEHAIHKADQEGQVLTSEF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !! !! !! !!!!!!!!*!!!!*!!!!!!!!!!!!!!!!! !! !!*!! *!

logo

L
MNEKLYADLNEKYYGNLKSAKEDNPYE IQFYEWAER IPHFYMYNYYVFYQYASTGFAAASAYLAEKIVHGTEQEDKDEAKYLETYLKAGNSSDYPL

NTDB id 317156 D7D50 RS09510 WP 120702166.1 LNELYADLNEKYYGLSKEDNPEIQYEWARIPHFYYNYYVFQYSTGFAAASALAEKIVHGTQEDKDKYLEYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!!!!!!!! ! !!!*!!!*!! !!!!!! !!!!*!! !!!!!!! !!!!!!!!! !!!* !! !!!!! !!!!!



logo

E
NVIKRKAGVDMETKNETDYLDNAAFEKVFEDRRLNVEFLEALVEKGLGVHLALS

NTDB id 317156 D7D50 RS09510 WP 120702166.1 NVIRKAGVDMEKEDYLNAAFEVFERRLNEFEALVEKLGLA. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!*!!!!!! !!! !!! !!! !! ! !!!!!! * *
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