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NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNN..GKTTVSNVIYDTKSNTTKAVKNVKNTVVSVINY 78
NTDB id 317131 D7D50 RS03135 WP 120701437.1 .MKQSSNFLKKALQLLLVLVIGFTGGILGTLTSFQFTKGNSANSSQEIKSTKVNRAYKNTTSTSEAVDKVKNAVVSVITY 79
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITY 79
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
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NTDB id 381 SMU RS09890 WP 002262650.1 QKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDL 158
NTDB id 317131 D7D50 RS03135 WP 120701437.1 AETSEKGFIN.....GE.T.DSDPEVASEGSGVIYKKDGKDAYVVTNAHVLMGATEADILFADGNKVSGEVVGSDTFSDI 152
NTDB id 425 SGO RS10525 WP 012131081.1 SESNSDAIFD.....NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDI 154
NTDB id 539 SM12261 RS09395 WP 000681587.1 SANRQNSVFG.....NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 256 KZH43 RS10270 WP 000681597.1 SANRQNSVFG.....NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 215 SPD RS10945 WP 000681597.1 SANRQNSVFG.....NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 181 SPR RS10425 WP 000681597.1 SANRQNSVFG.....NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 145 SP RS11450 WP 000681597.1 SANRQNSVFG.....NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
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NTDB id 381 SMU RS09890 WP 002262650.1 AVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGN 238
NTDB id 317131 D7D50 RS03135 WP 120701437.1 AVVKISSDNVTTVAEFGDSSKLTVGETAIAIGSPLGTKFANSVTQGIVSSLGRTVKLKSEDGQNVSTKALQTDAAINPGN 232
NTDB id 425 SGO RS10525 WP 012131081.1 SVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGN 234
NTDB id 539 SM12261 RS09395 WP 000681587.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 256 KZH43 RS10270 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 215 SPD RS10945 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 181 SPR RS10425 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 145 SP RS11450 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
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logo SGGAPLVINIKQGQVIG INTSSKI SANSTSTNNSNSGQSGVTASVEGMLGFAIPVSANDVAQVI SNI INEHQLEEKDNGEKVVITRPALGI STQMAMVDNLASESNAILVNSSTSGSDLRSI SDRQTRL
NTDB id 381 SMU RS09890 WP 002262650.1 SGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRDTL 318
NTDB id 317131 D7D50 RS03135 WP 120701437.1 SGGPLINIQGQVIGITSSKISS..N..GQTAVEGMGFAIPVNDVQNIIEHLEKDGKVIRPALGITMMDLASLSSSDLSQL 308
NTDB id 425 SGO RS10525 WP 012131081.1 SGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDRL 312
NTDB id 539 SM12261 RS09395 WP 000681587.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRRL 309
NTDB id 256 KZH43 RS10270 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL 309
NTDB id 215 SPD RS10945 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL 309
NTDB id 181 SPR RS10425 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL 309
NTDB id 145 SP RS11450 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL 309
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LQS IALYSKNHKQSKINGEDEKTIKLVI ITFYYREDNKGDKKQEKQETAVTETS I EQKLDTNKTSTSDEQG
NTDB id 381 SMU RS09890 WP 002262650.1 KIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQ 398
NTDB id 317131 D7D50 RS03135 WP 120701437.1 DIPSKLKGGVLVRSVENDMPASKYLRRLDIITKIDDTTIESTADLQSALYSHQIGDKIKVIFYRDGKQKTATIELTKSTE 388
NTDB id 425 SGO RS10525 WP 012131081.1 KLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTD 392
NTDB id 539 SM12261 RS09395 WP 000681587.1 NIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSG 389
NTDB id 256 KZH43 RS10270 WP 000681597.1 NIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG 389
NTDB id 215 SPD RS10945 WP 000681597.1 NIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG 389
NTDB id 181 SPR RS10425 WP 000681597.1 NIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG 389
NTDB id 145 SP RS11450 WP 000681597.1 NIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG 389
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NTDB id 381 SMU RS09890 WP 002262650.1 DLNH. 402
NTDB id 317131 D7D50 RS03135 WP 120701437.1 NLGN. 392
NTDB id 425 SGO RS10525 WP 012131081.1 DLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 DLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 DLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 DLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 DLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 DLES. 393
consensus *!**

X non conserved

X similar

X ≥ 50% conserved


