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logo AHE IRNPLGAI SHAAQLLQESEELDQAGPDRRLATHQI IQDHQSKRRMNLVI ENVLQLSRRRQASEPQLQLDLKEYWLQTRFAVDSEFYPRGSRSLS
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NTDB id 317047 D6Z43 RS15140 WP 120652979.1 SPNQTLHLSTLGSTLQTRMDPQQLTQVLTNLVQNGLRYSAKKNAQGQVWLKLFRDAESDLPILEVEDDGDGVPPEQVHNI 480
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logo FEPFFTTESKGTGLGLYI
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LDYKRNPREEQGGGSCFR ITFAHPRKLS
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