
logo MWELVKAGGWI
MMLP I I LCS IAALTAGI IVAVERLWTLR I

PSRVSTPPHLLGQVWKRQWIKDKQLNSNSQKLKELRADSSPLGE I
VLAAGLAN

NTDB id 317040 D6Z43 RS09100 WP 120651631.1 MWELVKAGGWMMLPIILCSIAATAIVAERLWTLRISRVSPPHLLGQVWRQIKDKQLNSQKLKELRASSPLGEVLAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!!!!!!*!!!!!!!!!!! *!* !!!!!!!*!!!*!!!!!!!!!* !!!!!! !!!!!!!! !!!!!*!!!!!!!

logo SKHRGRE IMKEC I EEAAASRVI
VHDELERYLNALGTIAAGI

MAPLLGLLGTVFLGMIDE I FGSAGFMEGNSGMANAPLVLAGGIASKAL IVTTAA
NTDB id 317040 D6Z43 RS09100 WP 120651631.1 SKHGREIMKECIEEAASRVIHELERYLNALGTIAAMAPLLGLLGTVFGMIDIFGGFMENGMANAPVLAGGIAKALVTTAA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANAPLLAGGISKALITTAA 160
consensus !!*!!!!!!!!!!!!! !!*!*!!!!!!!!!!!!**!!!!!!!!!! !!!*!! *!! !!!!!!*!!!!! !!!*!!!!

logo GL IMVAGIPALVFFHRFYLLRRVDELVVAGMEQEAIKLVEVVQGDRDEVDFLAGEEGAKAKA
NTDB id 317040 D6Z43 RS09100 WP 120651631.1 GLIVAIPAVFFHRYLLRRVDELVVAMEQEAIKLVEVVQGDREVDFAEEAKA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 GLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA. 210
consensus !!*!*!!!*!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!*!! *! *

X non conserved

X similar

X ≥ 50% conserved


