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NTDB id 615 LCA RS02545 WP 011374200.1 ............MGQQVIACGRQFTAAQLADTQNNN....YSLPQIKRRPAFLRVKHRLVCQRCQQVVPPQ....TC..L 58
NTDB id 317013 D7J84 RS13130 WP 061884753.1 .................MLAGKQLLLEELSSDLRKELSDLKKKGEVACVQGITKKASKYICQRCGNIEQRLFASFLCKRC 63
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFS.DEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHS..S 77
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NTDB id 615 LCA RS02545 WP 011374200.1 QGILVALQKGQRVCLAAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDA 218
NTDB id 317013 D7J84 RS13130 WP 061884753.1 YGINEALQKGERVCIATPRTDVVLELAPRLQEVFPYIKVAALYGGSVDKEKDAVLVVATTHQLLRYYRAFHVMVVDEIDA 223
NTDB id 108 BSU 35470 NP 391427.1 PGIESALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDA 237
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NTDB id 615 LCA RS02545 WP 011374200.1 LERDCQTYLKT.QQILLFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKN 377
NTDB id 317013 D7J84 RS13130 WP 061884753.1 LLQWLQTYLNKKFPIFLFVPHVRYIEEISLLLKPL..NNRIEGVHAEDPGRKEKIAAFRKGEIPLLVTTTILERGVTVKN 381
NTDB id 108 BSU 35470 NP 391427.1 VKRWIEFHVKEGRPVFLFVPSVSILEKAAACFKGV..HCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPK 395
consensus * ******** ***!!!! !**** ** ** * !****!!*!* ***!* *!! *** !**!!!!!!!!!!***

logo

L
V
A
Q
T
V
A
G
LVLGAEEHSEMSVI FNSTEASVALVQIAGRTAGRSHSKDEAYPADQYNGDEPVHI FYYFYHFQYDGYKTEKRSAI

M
K
L
V

D
G
RACKRRKQHIQKEGTQMNEKQLNRGAAEREKRLQVEGQCLS ITVD
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