
logo MLAELS IKNFAI IDEELSTVSFEKRGLTVLTGETGAGKS I I IDA I SLLVGGRGSSEFVRHYGETADKRAE I
LEGLFLFLDEESEGQHPSVHLEGKVACAKEQQVG

NTDB id 316765 OEA RS04205 WP 016765540.1 MLAELSIKNFAIIDELSVSFEKGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRHGTDRAEIEGLFLFDEEQHPSHEKAKQVG 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGVCAEQG 84
consensus !!!!!!!!!!!!!*!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! *!!*!!!!! * * !! * * !
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NTDB id 316765 OEA RS04205 WP 016765540.1 LEVEDGMIVLRRDITTNGKSICRINGKLVTLAILREVGQTLIDIHGQHEHQDLMNQDRHLTLLDQYGGEKVEEALTEYREVFSRY 170
NTDB id 352 BSU 24240 NP 390304.2 IDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRY 169
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NTDB id 316765 OEA RS04205 WP 016765540.1 TSLKKQLDQLTENEQQMAHRLDLIQFQLDEIKAANLQLNEDEELNEERLKISNFEKIYTSLNDAYNALHGEHQGLDWVGVAMNHT 255
NTDB id 352 BSU 24240 NP 390304.2 VKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQL 254
consensus ! ! ! !!*! !! !!!!!!!!!!!!*!! ! ! !!!!! !*!!! !!!!!!!! !!* !!!!!* !* !!!!!!*! *
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MRNQMQLDELLEFDPEKRLDNFYI EATRLNE IKNHQLKRKYGAQSTVDEDE I LEYAASKQI EDEE IDQR I EN
NTDB id 316765 OEA RS04205 WP 016765540.1 EDISSLEKNYAEISEIISSSFYQLEDASYKIRQQLDLLEFDPKRLDFIEARLNEINHLKRKYGQSVDEILEYAAQIEDEIDRIEN 340
NTDB id 352 BSU 24240 NP 390304.2 EDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIEN 339
consensus !!!! * * *!! *! !*! !!!!** *!* !! !!!!! !! *!! !!!!! *!!!!!! *!**!!!!! !!*!!! !!!
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NTDB id 316765 OEA RS04205 WP 016765540.1 RDTHVSKIKEELNSVAQDLLVEANNVSAIRKKLAQELTDSIHHELQELYMAKTVFQIKFSVVNAGKND..VEVNGERIKFTKDGI 423
NTDB id 352 BSU 24240 NP 390304.2 RDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGI 424
consensus !!*!* *! !! !!* !* !!! !!! !!! ! ! ! !!*!! !!! !* ! ! ! ! *!**** !!! ** ! !!

logo DLNVEKFLYI STNPTGEPLKPSLASKVASGGELSR I
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LKS I FSKSHQQDGVTS I I FDEVDTGVSGRVAQAS IAGEKIHAKI
VS IVDGSQVLC I STHLPQ

NTDB id 316765 OEA RS04205 WP 016765540.1 DNVEFYISTNPGEPLKPLAKVASGGELSRIMLALKSIFSKHQGVTSIIFDEVDTGVSGRVAQSIGEKIHAISVDSQVLCISHLPQ 508
NTDB id 352 BSU 24240 NP 390304.2 DLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQ 509
consensus ! ! ! !!!!*!!!!!*! !!!!!!!!!!*!!!*!!!!! *! !!!!!!!!!!!!!!!!!!! !*!!!! *!* !!!!!!*!!!!

logo VAAMADTHLFYIAKE I
LKDGDGRTTTRSVKLPLSTKLDQEKVAKE IGRMIAGAVE I

VTDSLTKERHAKELLDKLQADKQMVKHTTGI
NTDB id 316765 OEA RS04205 WP 016765540.1 VAAMADTHLFIAKEIKGDRTTTSVLPLTLDEKVKEIGRMIAGAEITSLTKEHAKELLDLADKMKHTI 575
NTDB id 352 BSU 24240 NP 390304.2 VAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG 576
consensus !!!!!!!!!*!!!!*! !!!! ! !!* !!! !!!!!!!! !*! !!! !!!!!! !! *!*!
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