
logo MKKLFTFNKKKETVEESSAKRS IMLRWAFANTVFCF ITFTLFATLTYQLTI SSF IKEEQQRLLTGRSMDSAVEEVLEKQADAPL
NTDB id 316713 D6869 RS04635 WP 041931273.1 MKKLFTFNKKKETVEESSAKRSIMLRWAFANTVFCFITFTLFATLTYQLTISSFIKEEQRLLTGSMDSAEEVLEQADAPL 80
NTDB id 607 V4T04 RS01905 WP 010906048.1 MKKLFTFNKKKETVEESSAKRSIMLRWAFANTVFCFITFTLFATLTYQLTISSFIKEEQQLLTRSMDSVEEVLEKADAPL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!! !!!!! !!!!!

logo NSSTNLNTYI EATSKIQNGESEGMSLGS I IGTRKAFYIYDLNHKLLYSTNRHDTFGFQKNQAGNNEMKE IQRGENPGYLVQRKI IV
NTDB id 316713 D6869 RS04635 WP 041931273.1 NSTNLNTYIEATSKIQNGESEGMSLGSIIGTRKAFYIYDLNHKLLYSTNRHDFGFQKQGNNEMKEIQGENPGYLVQRKIV 160
NTDB id 607 V4T04 RS01905 WP 010906048.1 NSSNLNTYIEATSKIQNGESEGMSLGSIIGTRKAFYIYDLNHKLLYSTNRHTFGFQNQANNEMKEIRGENPGYLVQRKII 160
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !*!!!!!!! !!!!!!!!!!!!*

logo SKGSTGQVVGYLQAFYDTTTYHR I SNLLL IVVLL I LE IVAL IVAQLMIGYFMANYFMKPLEKLYQGMQEMANSDPTNDFEKP I E I
NTDB id 316713 D6869 RS04635 WP 041931273.1 SKGTGQVVGYLQAFYDTTTYHRISNLLLVVLLILEIVALIVAQMIGYFMANYFMKPLEKLYQGMQEMASDPTNDFKPIEI 240
NTDB id 607 V4T04 RS01905 WP 010906048.1 SKSTGQVVGYLQAFYDTTTYHRISNLLLIVLLILEIVALIVAQLIGYFMANYFMKPLEKLYQGMQEMANDPTNDFEPIEI 240
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!

logo

E
QSGDE I EELAHVYNDMMLKMKAYLEQQNRFVSDVSHELRTPLAVLDGHINLLNRWGKNDPEVLDESLQASLDEVDRMKKM

NTDB id 316713 D6869 RS04635 WP 041931273.1 ESGDEIEELAHVYNDMMLKMKAYLEQQNRFVSDVSHELRTPLAVLDGHINLLNRWGKNDPEVLDESLQASLDEVDRMKKM 320
NTDB id 607 V4T04 RS01905 WP 010906048.1 QSGDEIEELAHVYNDMMLKMKAYLEQQNRFVSDVSHELRTPLAVLDGHINLLNRWGKNDPEVLDESLQASLDEVDRMKKM 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LEEMLALARLENVDLSSEELDCDVGKVCSNHRALKNFQLLHDEDFE IVLDNQRL IYPTVHAR I SENHFEQGLR I LLDNAAVKYSPD
NTDB id 316713 D6869 RS04635 WP 041931273.1 LEEMLALARLENVDLSSEELDCDVGKVSNHALKNFQLLHEDFEIVLDNQLIYPVHARISENHFEQGLRILLDNAVKYSPD 400
NTDB id 607 V4T04 RS01905 WP 010906048.1 LEEMLALARLENVDLSSEELDCDVGKVCNRALKNFQLLHDDFEIVLDNRLIYPTHARISENHFEQGLRILLDNAAKYSPD 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!*!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!! !!!!!

logo DRKE IV ITVSEDEQFVITSVSDKGIG IASEEDINHLFERFFRADKARNRE IGGTGLGLPS I LARLAENYQGE I EVNSSELGI
LG

NTDB id 316713 D6869 RS04635 WP 041931273.1 DRKEIVITVSEDEQFVITSVSDKGIGIAEEDINHLFERFFRADKARNREIGGTGLGLPILARLAENYQGEIEVSSELGIG 480
NTDB id 607 V4T04 RS01905 WP 010906048.1 DRKEIVITVSEDEQFVITSVSDKGIGISEEDINHLFERFFRADKARNREIGGTGLGLSILARLAENYQGEIEVNSELGLG 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!*!

logo STFTLKFPKI
M
K

NTDB id 316713 D6869 RS04635 WP 041931273.1 STFTLKFPKM. 490
NTDB id 607 V4T04 RS01905 WP 010906048.1 STFTLKFPKIK 491
consensus !!!!!!!!!**
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