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WIL) R Tk SemeT A WReke EREADRYU

[MpAN -V L CGRL TSN L - BTEEIFN V- juy Q
RVINKIy LIGRLTREAPE NMJKT|N KSPAURMT AVNRR K
RUNKY LIGRLTREIPE BKTEN KSPQYREYT AVNRR K

R3]

MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDQONGEREADFVNMVLWG LAE LASYATKGSLISVDGELRTR
MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR
MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR

MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR
MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDQONGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR
MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR
MYNKVILIGRLT PAPE KTEE KSV@§ WT AVNRR KHQ GER ADFVNJVIgWG LAE LESYAEKGSL S DGE RTR
TPE NKTIZSOKSVIRWMUT AVNRR KBIQ GE ADFVNQYVLWGRLAET ASY KGSLIS DGELRTR
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X non conserved
B similar
i >50% conserved
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