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RO STRCRSLE LA SRRSO

VIQIQRQGSDTYKGRLSLKNEIYPFFLTNKKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEK
VIQIQRQGSDTYKGRLSLKNEIYPFFLT KKNFDLKKIESRNCIVKGQFKVN NKFVTLKLQSIVVQSCLESNRSNLIEK
VIQIQROQGSDTYKGRLSLKNEIYPFFLTNKKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEK

A 100 LM RN LA S AL VLU LV

HKQFIMNRIYDSGIKFPRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLYLFVIKGIT
HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGIT
HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYIMPLKRLNLPLFVIKGIT

e SRR VLRI LR LD RESREH P

IIVLALFAQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ
IIVLEL AQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ
IIVLALFAQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ
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DWLLDLFTRIKQSHFSVPKFNDWIFIIFIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSI
DWLLDLFTRIKQSHFSVTKFNDWIFIIFIISVYYIFWLLAKRKYILVTVWTIIILTLLITFPTNSHHKITMLNVGQGDSI

160
160
160

240
240
240

320
320
320

400
400
400

480
480
480



logo

NTDB id 316349 Sa0326
NTDB id 22 SA RS07995
NTDB id 38 MW RS08220
consensus

logo

NTDB id 316349 Sa0326
NTDB id 22 SA RS07995
NTDB id 38 MW RS08220
consensus

logo

NTDB id 316349 Sa0326
NTDB id 22 SA RS07995
NTDB id 38 MW RS08220
consensus

logo

NTDB id 316349 Sa0326
NTDB id 22 SA RS07995
NTDB id 38 MW RS08220
consensus

RS08120 WP 025174687.1
WP 001557362.1
WP 001566670.1

RS08120 WP 025174687.1
WP 001557362.1
WP 001566670.1

RS08120 WP 025174687.1
WP 001557362.1
WP 001566670.1

RS08120 WP 025174687.1
WP 001557362.1
WP 001566670.1

V

ORI RTINS K LR et L Y

LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKG
LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKG
LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIINIYNKG

(OO LKL DORAESHRDSELHF AGKNIER 1 TORHLL ML

YSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL
YSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL
YSSNTLMLLSKLSHKYNIKLWDVRQOVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL
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KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQEIRSRIYNSQQNGQVTIDLDDNL
KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNL
KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNL
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X non conserved
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