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NTDB id 316304 D4H51 RS00010 WP 139543622.1 MKNPFVCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPRQVLGVYNISPHKKLTLTITHISTAIVYQPLD 80
NTDB id 1207 C694 RS07860 WP 000749005.1 .MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLD 79
consensus * * *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EKLSLETTLNSPNRPTIPRNTQIVFSSKELKEASHAPHQMPSLNAPMQKPQNKPHSSSQQPSPSQNFSYPEPKLGSKNSKNSLLQP
NTDB id 316304 D4H51 RS00010 WP 139543622.1 EKLSLETTLSPNRPTIPRNTQIVFSSKELKEAHAHQMPSLNAPMQKPQNKPSSSQQSPQNFSYPEPKLGSKNSKNSLLQP 160
NTDB id 1207 C694 RS07860 WP 000749005.1 EKLSLETTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQP 159
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!*!!!!**!!!!!!!!!!!!!!!!!!!!!!

logo LAIPSKI SPTNETVKQTPTNDTKPPLKHSSEDQENSNLF ITPPTEKTLPNNTSNADI SENNESNENKRDNVEKQAIRDAPNI
VKEF

NTDB id 316304 D4H51 RS00010 WP 139543622.1 LAIPSKISPTNEVKTPTNDTKPPLKHSSEDQENNLFITPPTEKTLPNNTSNADISENNESNENRDNVEKQAIRDPNVKEF 240
NTDB id 1207 C694 RS07860 WP 000749005.1 LAIPSKISPTNETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTSNADISENNESNENKDNVEKQAIRDANIKEF 239
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!*!!!

logo ACGKWVYDDENLQAYRPS I LKRVDEDKQTATDITPCDYSHTAENKSGKI ITPYTKI SVHKTEPLEEPQTFEAKNNFATI LQA
NTDB id 316304 D4H51 RS00010 WP 139543622.1 ACGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSHAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFTILQA 320
NTDB id 1207 C694 RS07860 WP 000749005.1 ACGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQA 319
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo RSSTEKCKRARARKDGTTRQCYL I EEPLKQAWESEYE ITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSE ITHNE
NTDB id 316304 D4H51 RS00010 WP 139543622.1 RSSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNE 400
NTDB id 1207 C694 RS07860 WP 000749005.1 RSSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNE 399
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LNLNEKFMEFVEVYEGHYLNDI IKESSEYKEWVKNHVRFKEGVCMALE I EEQPRAKSTPLS I ENSRVVCVKKGNYLFNEV
NTDB id 316304 D4H51 RS00010 WP 139543622.1 LNLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 480
NTDB id 1207 C694 RS07860 WP 000749005.1 LNLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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