
logo MRCLTCLKLSFKPLCPNCLNDLPLSLKVRVLEGVSVYSFYAYSE I EEL IKSKYAL IGSR I LPLLSQKAGAEFLVKI LQEQG
NTDB id 316245 D4K17 RS00275 WP 139521301.1 MRCLTCLKLSFKPLCPNCLNDLPLSLKVRVLEGVSVYSFYAYSEIEELIKSKYALIGSRILPLLSQKAGAELVKILQEQG 80
NTDB id 1221 C694 RS07590 WP 001203580.1 MRCLTCLKLSFKPLCPNCLNDLPLSLKVRVLEGVSVYSFYAYSEIEELIKSKYALIGSRILPLLSQKAGAEFVKILQEQG 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo LNI
TPLYGIA IDDKIKSFYSHSAALLKGFCQGNLKAPTYGRLRANTNAVSYAGKSLEFRANNPRNFTFKGDENSLDYFLLDDI I

NTDB id 316245 D4K17 RS00275 WP 139521301.1 LNTPLYGIAIDDKIKSFYSHSAALLKGFCQGNLKATYGRLRATNAVSYAGKSLEFRANNPRNFTFKGDENLDYFLLDDII 160
NTDB id 1221 C694 RS07590 WP 001203580.1 LNIPLYGIAIDDKIKSFYSHSAALLKGFCQGNLKPTYGRLRANNAVSYAGKSLEFRANNPRNFTFKGDESLDYFLLDDII 160
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!

logo TTGTTLKEALKHYLKATLNIKAVHFAIALCSADE
NTDB id 316245 D4K17 RS00275 WP 139521301.1 TTGTTLKEALKHLKALNIKAHFAIALCSADE 191
NTDB id 1221 C694 RS07590 WP 001203580.1 TTGTTLKEALKYLKTLNIKVHFAIALCSADE 191
consensus !!!!!!!!!!!*!! !!!! !!!!!!!!!!!
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