
logo MKNDAYE I I LSWF ITPLTAI LGRFAEFFLYTLHAQLVFNSVVALAFMLFAYRGSLKEQNFFSASALLTEALLWFVGFFALFNY
NTDB id 316178 D4L01 RS07620 WP 139542588.1 MKNDAYEIILSWFITPLTAILGRFAEFFLYTLHAQLVFNSVVALAFMLFAYRGLKEQNFFSASALLEALWFVGFFALFNY 80
NTDB id 1220 C694 RS00205 WP 000786660.1 MKNDAYEIILSWFITPLTAILGRFAEFFLYTLHAQLVFNSVVALAFMLFAYRSLKEQNFFSASALTEALLFVGFFALFNY 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! !!! !!!!!!!!!!

logo ALKNPMHFYEFFQNAI F IAPNMIATQSLSQSLSNFSDNHAVLSLDF I FNHGFYALSF I SDLSHNEMSVWLFLSVLQAGLFLSVL
NTDB id 316178 D4L01 RS07620 WP 139542588.1 ALKNPMHFYEFFQNAIFIAPNMITQSLSQSLSNFSNHVLSLDFIFNHGFYALSFISDLSHNEMSVWLFLSVLQALFLSVL 160
NTDB id 1220 C694 RS00205 WP 000786660.1 ALKNPMHFYEFFQNAIFIAPNMIAQSLSQSLSNFSDHALSLDFIFNHGFYALSFISDLSHNEMSVWLFLSVLQGLFLSVL 160
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo FAI I I LVYLEVHVWCSLGVLFLAFGFFKTWRSVVI
V ICLKKCFALGFYKPFLLLVGFLNVSVTKAL IDAHMQEKQQDLSLLL

NTDB id 316178 D4L01 RS07620 WP 139542588.1 FAIIILVYLEVHVWCSLGVLFLAFGFFKTWRSVVIICLKKCFALGFYKPFLLLVGFLNVSVTKALIDAHMQEQQDLSLLL 240
NTDB id 1220 C694 RS00205 WP 000786660.1 FAIIILVYLEVHVWCSLGVLFLAFGFFKTWRSVVVICLKKCFALGFYKPFLLLVGFLNVSVTKALIDAHMQEKQDLSLLL 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo VVALFLCCVF I IGVPFF INALFRVQNSLKETYKLATNLSANLSQNALNSLQYITTPPAPSSSVSSSMSESVSKEKETHSPT
NTDB id 316178 D4L01 RS07620 WP 139542588.1 VVALFLCCVFIIGVPFFINALFRVQNSLKETYKLATNLSANLSQNALNSLQYITTPPAPSSVSSSMSESVSKEKETHSPT 320
NTDB id 1220 C694 RS00205 WP 000786660.1 VVALFLCCVFIIGVPFFINALFRVQNSLKETYKLATNLSANLSQNALNSLQYITTPPASSSVSSSMSESVSKEKETHSPT 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!

logo FKVETTQLDVKIPNFKQKKVKKDTINTKNE I
NTDB id 316178 D4L01 RS07620 WP 139542588.1 FKVETTQLDVKIPNFKQKKVKKDTINTKNEI 351
NTDB id 1220 C694 RS00205 WP 000786660.1 FKVETTQLDVKIPNFKQKKVKKDTINTKNEI 351
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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