logo

NTDB id 316159 D4L53 RS07345
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 316159 D4L53 RS07345
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 316159 D4L53 RS07345
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 316159 D4L53 RS07345
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 316159 D4L53 RS07345
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 316159 D4L53 RS07345
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 316159 D4L53 RS07345
NTDB id 1219 C694 RS00105 WP
consensus

WP 139518926.
000890508.1

WP 139518926.
000890508.1

WP 139518926.
000890508. 1

WP 139518926.
000890508. 1

WP 139518926.
000890508.1

WP 139518926.
000890508.1

WP 139518926.
000890508.1

ALY AL e UL LV TR AL

MLEKLLMATKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD

MLEKLLMATIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD
N

LR DS B MRS L2 LR, ORI

SLEKVVARLVVKRRKIDHQQNIQMDSQYLQAILNQFENKEVYENQYFLVLESTHSL GVLEHKKKSLMHANRENFKDILS

SLEKVVARLVVKRRKIDHQQNIQEDSQYLQAILNQFENKEVYENQYFLVLESTHSLEIGVLEHKKKSLMHANRENFKDILS
P e rrrnnd

o L QA RLLEV YL L SRS TR AT

YKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYN
YKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYN
PELL e rrrrrrrrrrrrrnt

L RER SAYALLIE D SE STLHAEAE SUELLE LR U

RLIGIKAYESERITSIA GALLYQETPLDIIFSIEPMS@HKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFA

RLIGIKAYESERITSIA GALLYQETPLDIIFSIEPMSWYHKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKF A
Pttt

LI SO LBV VETE AR TR L VFERL

LNILIKAPSLEQTSL LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN
LD
11

LNILIKAPSLERLDIQTSL LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN
IIIII""" ............................................................

9 AR ARt AL AT SO SN LR

SWGNSPLSVFKNLDYSPFLFNFHNQEVSHRINAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL

SWGNSPLSVFKNLDYSPFLFNFHNQEVSHANAKETARVNGHTLITIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL
PEL b e e bbbt e et

MR oS L O SEHS HL SRR TS UL KL

YSFTKFFKGHYHDGJASFSINPFCLEPNLONLEFLQSFFLSMFDLWPSRDKEALEDMNAISSAIKSLYETLYPKAFSLLDF
YSFTKFFKGHYHDGNSFSINPFCLEPNLQNLEFLQSFFLSMFDLEAPSRDKEALEDMNAISSAIKSLYETLYPKAFSLLDF
PELLL L e et

80

160
160

240
240

320
320

400
400

480
480

560
560



NTDB id 316159 D4L53 RS07345 WP 139518926.1 |@3 BMAFLNVINLDEITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640

NTDB id 1219 C694 RS00105 WP 000890508.1 KE NAFLNVINLD@ITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLDETI
consensus I NI PULUL T TPttt ttnt

A

e AL DL VLA O AL OO AL LS

VWAL TP L E

NTDB id 316159 D4L53 RS07345 WP 139518926.1 |AWERAUN KINALITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTLILYPQKNARELKHiIFNVPLSETEIS 720
NTDB id 1219 C694 RS00105 WP 000890508.1 EFKSYVEN KINALITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTLILYPQKNARELKH FNVPLSETEIS 720
11

consensus rrrrrrrrrrrrrn e e e e e .

BT D R

NTDB id 316159 D4L53 RS07345 WP 139518926.1 |JHHNNIARFNANAS GNGSSNMIDVSLE[LGRYLKIFNSDSSHVIIKVKALQKDYPTEWREKLL S 787
NTDB id 1219 C694 RS00105 WP 000890508.1 FLENTPLYARQVL GNGSSNMIDVSLERLGRYLKIFNSDSSHVEKVKALQKDYPTEWREKLL § 787
consensus rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrorrrrrrrrrrrprrr orrrrrrr et rrrt sl

X non conserved
B similar
>507% conserved



