
logo MI
RAEPRLLRLSESAEQGQRI LRLYHNLYRL ITIGLAVLVLL I SSELDEDQLVLEKLVHNAPEPLFHRVYGSWCLYL IVFINI

VLVAALFLLPQPRPSQRHQLLP I
VF

NTDB id 315711 D3880 RS18965 WP 218567583.1 MIAEPLLLSSAQGQRILRLYNLYRLIIGLALVLLISSELDDQLLELVNAPLFRYGSWLYLIINVLVAALLQRPQHLLPVF 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! !!*! !! !!!!!!!!!*!!!! !!! !!!!!!!!!*!!*! !!***!!* !!!*!!* !*!!! !*** *!!!*!

logo

I
SLALTVDVLLMLACCGLFYAGGGTVPSGIGNSLL IVVAVAIANI LLRGR IGLLVIAAAVAAS ILGL ILYLTFFYLSLSRSPADAATNTHQYVQAGAGLG

NTDB id 315711 D3880 RS18965 WP 218567583.1 SLALVDVLLLACLFYAGGGTPSGIGNLLIVAVAIANILLRGRIGLLIAAVAAIGLIYLTFYLSLSRPAAATQYVQAGALG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !!!*!**!!!!!!! !!!!! !!*!!!!!!!!!!!!!!!!*!!! ! *!!*!!!!*!!!! ! ! *!!!!!*!!

logo

A
TLCFAAALFVI

VQAGLSVRRLQEQHQSTESTLAEEQRAAEDTVANLEAELNAELQI LQRMRTGI LVLVDSQRHQAR I
VLLANQAGALQGTLLGRQRDADLVAQGAKI

SLDG
NTDB id 315711 D3880 RS18965 WP 218567583.1 ALCFAAALFVQGLSRRLQHSESLAEQRAADVANLEALNEQILQRMRTGILVLDSQHRVLLANQGAQTLLGRDALAGKILD 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!! *!*! !! **!*!!! !! !!!!! !! !!!!!!!!!!!*!! * *!!!!!*! !! ! * ! !

logo

P
RHCSPEMLMVHKCRLMKQQWCRHLNPSTLRPPSSTLKQTVQVPDHGPATLVQPSF IVPSLNQREGDTDQQHTVL IVFLDEDI SQIAQQAQQLMKLAVAGLGRLTAGIAHE

NTDB id 315711 D3880 RS18965 WP 218567583.1 PHCPELVKRLQQWCHNPTLRPSSLQTQPHGPALQPSFVPLQRGTQQHTLVFLDDISQIAQQAQQLKLVALGRLTAGIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus *!*! !**** !!**!!*!!!**! !*!! *!!!!**!*! !! !*!!*!!!!!!!!!!!*!! *!!!!!!!!!!!

logo I RNPLGAI SHAAQLLQESEDELDQAGPDQRRLATQI IQDQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFAVDGEFYPRGNRTLPRHNDT
NTDB id 315711 D3880 RS18965 WP 218567583.1 IRNPLGAISHAAQLLQESEDLQGPDQRLAQIIQDQSRRMNLVIENVLQLSRRRQAEPQLLDLKYWLHRFAGEFRNTLPHT 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!!!!!!*! *!! !! !!!!!!!*!!!!!!!!!!!!!!!!!!!!! !!!! !!*!! !** !**

logo

Q
S
E
QLHLVEQLTGAGGDTI

LQTRMDPHNQLNTQVLSTNLVQNGLRYSAQARHNGPRYGQVWLKSLAFRDAPDESDLPVLE I
V
I
LDDGPGVPADEKQLVNQHNI

LFEP
NTDB id 315711 D3880 RS18965 WP 218567583.1 QQLHVETGGGTLQTRMDPNQLTQVLTNLVQNGLRYSAQRNPYGQVWLKLFRDADSDLPVLEVLDDGPGVPAEQVQHIFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus !!* !*! *!!!!!!*!! !!!*!!!!!!!!!!!! ** !!!!! ! !!**!!!!!!!**!!!!!!!!* ****!!!

logo FFYTTENSKGTGLGLYI
LSRELCESNQAR I

LDYKRNPREEGGGGSCFLR ITFAHPRKLS
NTDB id 315711 D3880 RS18965 WP 218567583.1 FYTTENKGTGLGLYISRELCESNQARLDYKPREGGGSCLRITFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !*!!! !!!!!!!!*!!!!!!!!!!!*!!**!! !! ! !!!!!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


