
logo MWELVKAGGWI
MMLP I I LCS IAALMGI IVERLWTLRAPNSRVSTPPHQLLGQVWKLLWIKDNKQLNSANQKLKE I

LRADSSPLGE I
VLAAGLAN

NTDB id 315705 D3880 RS14110 WP 119894075.1 MWELVKAGGWMMLPIILCSIAAMGIIVERLWTLRANRVSPPQLLGQVWLLIKNKQLNAQKLKEIRASSPLGEVLAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!* !!*!!*!!!!!! !! !!! !!!!!*!! !!!!!*!!!!!!!

logo SKHRGRE IMKEC I EEAAASRVI
VHDELERYLNALGTIAAGI

MAPLLGLLGTVFLGMIDE I FSTAGFMGSTGMTANAPLMLAGGIGSKAL IVTTAA
NTDB id 315705 D3880 RS14110 WP 119894075.1 SKHGREIMKECIEEAASRVIHELERYLNALGTIAAMAPLLGLLGTVFGMIDIFTGFMGTGTANAPMLAGGIGKALVTTAA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANAPLLAGGISKALITTAA 160
consensus !!*!!!!!!!!!!!!! !!*!*!!!!!!!!!!!!**!!!!!!!!!! !!!*!!**!!!*! !!!!*!!!!! !!!*!!!!

logo GL IMVAGIPALVFFHRFLLRRVDELVVAGMEQEAIKLVEVVQGDNRDEVDFLAGEGVKPAKA
NTDB id 315705 D3880 RS14110 WP 119894075.1 GLIVAIPAVFFHRFLLRRVDELVVAMEQEAIKLVEVVQGNREVDFAEVPKA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 GLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA. 210
consensus !!*!*!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!! !*!! *! * *
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