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NTDB id 498 SM12261 RS01980 WP 000282464.1 MYNKVIMIGRLTSTPELHKTNN.DKSVARATIAVNRRYKDQNGEREADFVNMVLWGKLAESLASYATKGSLISVDGELRT 79
NTDB id 583 DLJ51 RS09560 WP 002962590.1 MYNKVILIGRLTAAPEMVKTPS.NKSVTHITLAVNRRFKTQDGERQADFVNVVFWGKLAESLVSYAGKGSLVSLDGEIRT 79
NTDB id 409 SMU RS08940 WP 002263454.1 MYNKVILIGRLVATPEMVKTPK.DKSVTRVTLAVNRRFKSQDGEKQADFVNVVLWGRLAETIASYGSKGSLISLDGELRT 79
NTDB id 315654 D4Z93 RS13015 WP 119974126.1 .MNRVVLIGRLTKDPELKFTPGTGAAVTTFTIAIDRRFSR.DGQREADFIPIVVWGKQAESTANYMSKGKLIGISGRIQT 78
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSS.GAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQT 79
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPN.GAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQT 79
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSA.GAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQT 79
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NTDB id 498 SM12261 RS01980 WP 000282464.1 RRFE.KNGQMNYVTEVLVTGFQLLESRAQRAMRENNAG.......................................... 116
NTDB id 583 DLJ51 RS09560 WP 002962590.1 RHYE.KDGQTHYVTEILAQSFQLLESRAQRALRENNGA.......................................... 116
NTDB id 409 SMU RS08940 WP 002263454.1 RKYE.KDGVTHFVTEVLGHSFQLLESRAQRAMRENNSE.......................................... 116
NTDB id 315654 D4Z93 RS13015 WP 119974126.1 RSYEAKDGSRRYVTEVVADEVQFLEWGNKAVSSNNTNSPE.....QSQN........................TQGFNDS 129
NTDB id 624 LCA RS00040 WP 011373726.1 RNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNTQAD 152
NTDB id 113 BSU 40900 NP 391970.1 RNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDD 154
NTDB id 112 BSU 36310 NP 391512.2 RSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.............................................. 113
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NTDB id 498 SM12261 RS01980 WP 000282464.1 ...QDLADLVLEEEELPF 131
NTDB id 583 DLJ51 RS09560 WP 002962590.1 ...SDLTDLVLEEEELPF 131
NTDB id 409 SMU RS08940 WP 002263454.1 ...NDLADLVLEEEELPF 131
NTDB id 315654 D4Z93 RS13015 WP 119974126.1 IYGEDIT..PVDDGDIPF 145
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 .................. 113
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X ≥ 50% conserved


