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Dk 1%1 %1 #1 T 1x kx|

FQ R /e oV TEW LeQ YNB%k% R GGG QA QQSAE

INlQF SSREASEGNTG ...... YDPGPSYIGTR ................

NES ESRTTTEQRQGDGASQNFNSNQSN Q....... TGN

TSPQ
EPENGGGSESG. . . .. GYNEGNSG GQYFGGGQNDNPIGGNQINQR

GGWINENSG@APYDEGYGQSQE. . ............. AMQRPABQSR
DSISSGG.DFGGNQGSGWNQAP . .@QTNY. .. .NQGGMSDNYAQNN

GGiEIAQQG . @MPAQGGM. . .NVP. . Q. ....... QGSHGQPQEPAK
* * * *

DPBPREKAMD . . . . . . .. e
GGIINENSG APYEEGYGQSQE ............... AMQRPARQSR

2RA-BassHPeEANARERRLFORA: EéiDDD

SKG......... NNDSFNDPFADS WEIDDD PF 155
APA......... ANNTQADPFANN ISIDDD PF 170
RNQ......... GNSFNDDPFAND IIDDD PF 172
..................................... 113

QPASDAPSHPQEAPAAPRRQPVPABAIZASED I |pioioEn=a 174
QPAPDAPSHPQEAPAAPRRQPVPAAIZASED I |pJoJoAnz3 174

.NFNGGNATRPQPAQKPAAQAEP|ZMBIN FAsz3 180

..QHQ..PMQQSAPQQYSQPQYNEPPMDFDDD PF 177
* kxk

X non conserved
B similar
>50% conserved

127
142
144
113
137
137
147
146



