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NTDB id 315474 D5R92 RS01215 WP 003099993.1 MSPKTKQSQKINLLLFLLVLVGLFYLIDSKEGEENNPIRAFYQSVMGASNQTSQKESSNPDTPSYALASSVLTEKVKRQL 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKT.RQTLIGLLVLLLLSTGSYYIKQMPS.APNSPKTN............LSQKKQASEAPSQALAESVLTDAVKSQI 66
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKT.RQTLIGLLVLLLLSTGSYYIKQMPS.APNSPKTN............LSQKKQASEAPSQALAESVLTDAVKSQI 66
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKT.RQTLIGLLVLLLLSTGSYYIKQMPS.APNSPKTN............LSQKKQASEAPSQALAESVLTDAVKSQI 66
NTDB id 152 SP RS09870 WP 001036779.1 MNKKT.RQTLIGLLVLLLLSTGSYYIKQMPS.APNSPKTN............LSQKKQASEAPSQALAESVLTDAVKSQI 66
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NTDB id 315474 D5R92 RS01215 WP 003099993.1 GSKVEWNGNGAFVINDNSTNLDAKVSSAPYAHNQTRLLSGKKLPTVANALLAKSTRQYRDRNETGNGYSYWKPAGWHQIH 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 KGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVK 146
NTDB id 221 SPD RS09380 WP 001036779.1 KGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVK 146
NTDB id 187 SPR RS08930 WP 001036779.1 KGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVK 146
NTDB id 152 SP RS09870 WP 001036779.1 KGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVK 146
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NTDB id 315474 D5R92 RS01215 WP 003099993.1 GLSGKYDHAVDRGHLLGYALVGGLKGFDASTSNSDNIATQLSWANQAMDSDSTGQNYYETKIRRALDKNKRVRYRVTLIY 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 NLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYY 226
NTDB id 221 SPD RS09380 WP 001036779.1 NLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYY 226
NTDB id 187 SPR RS08930 WP 001036779.1 NLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYY 226
NTDB id 152 SP RS09870 WP 001036779.1 NLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYY 226
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NTDB id 315474 D5R92 RS01215 WP 003099993.1 EAD.NILASGSHLEAKSDDGSLEFNVFVPNVQKGLEVDYQTGQITVSH 287
NTDB id 262 KZH43 RS08770 WP 001036779.1 ASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 ASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 ASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 ASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
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