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NTDB id 315185 D4A37 RS05860 WP 097994407.1 DNSIFFELVDRYTSDRSDDDLQRMILALHTESRAHPNPEKWLDKLVEAYDVEGK.TIEDLVYASYLLEDVKFQLETAEAH 239
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NTDB id 315185 D4A37 RS05860 WP 097994407.1 ..SDNAFIKKLRAPIKTRPRFMEKKGLTYAERGTAVHAVMQHVDLKKPITIEVLQEQIAGMVNKELLTFEQAEEIAIEKV 1114
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NTDB id 315185 D4A37 RS05860 WP 097994407.1 QAKPILEDRYKVQLSLYAKALEKSLQHPVKEKCLYFFDGNHVVKVEE 1241
NTDB id 119 BSU 10630 NP 388944.2 GAAPILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL.. 1232
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