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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 315008 D3790 RS00715 WP 038220803.1 MASRGINKVILVGYLGQDPEIRYLPTGGTVATISLATSENWRDKQTGELREKTEWHRVAIFGKLADIAAEYLQQGTQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSR............... 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSR............... 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFG.GNQGSG....WNQAPAQTNYNQGGYSDNYAQNNNF 149
NTDB id 315008 D3790 RS00715 WP 038220803.1 EGQLKTRKWQDNQGQDRYSTEVVV.NVNGAMQMLGSRGDLKHAA.S...QQ....AGHKPAQKQP........SAQPVN. 142
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.A...QG....GMNVPAQQGS........WGQPQQ. 143
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NTDB id 1103 NMB RS07590 WP 002212976.1 ..QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ..QPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRP..QP......AQKPAAQAEPPMDNFDDDIPF 180
NTDB id 315008 D3790 RS00715 WP 038220803.1 ..QERKKT..QPVQVSV.......LPEKDDTDWDSEIPF 170
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...PAKQH..QPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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