
logo MEDQAPFRAQANLKVMVIDDSKTIRRTAEQMTLLQSEREVGCEVITATVDGFDEALASKIAVDEAQHNPDQI IVFVDI
V
L
MMPRLDGYQTCAL IKHNNSQSANFYKQ

NTDB id 314953 D3Z90 RS24710 WP 136478496.1 MEQPRAALKVMVIDDSKTIRRTAQMLLSEVGCEVITATDGFDALAKIVDQHPQIIFVDVLMPRLDGYQTCALIKHNSAFK 80
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQ 80
consensus !! * !!!!!!!!!!!!!!!! !! !!!!!!! !!!*!! !! * *! !*!!!**!!!!!!!!!!!!!!* *

logo

D
N
I
TPVI LMLSSKRDGLFDKQAKRGRVVGSDELFYLTKPFSKDEELLDNAIRANHVPSGSFAAEEQHAP

NTDB id 314953 D3Z90 RS24710 WP 136478496.1 DTPVILLSSRDGLFDKARGRVVGSDLFLTKPFSKEELLDAIRAHVPGFAAEEQHAP 136
NTDB id 1047 H0N27 RS03110 WP 000389061.1 NIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS......... 127
consensus !!!*!!!*!!!!! !*!!!!!!! *!!!!!!!*!!! !!! !!* *********

X non conserved

X similar

X ≥ 50% conserved


