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NTDB id 1044 H0N27 RS16325 WP 206677389.1 MQFPLNSSLSHTIFRLGTWYGLYRLIIAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQ 80
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NTDB id 314762 CDG62 RS18175 WP 087528360.1 LTLLFIIDVISLSLLTFATDGPNLQLSLLFVITIFASCVLVDKQKALVITLIAVITLVYQHFIGTLFSISSLNTIGNSAV 159
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NTDB id 314762 CDG62 RS18175 WP 087528360.1 LAFLFFVVYGSGQIAVRRFQVLENLNFYQSQELDQLQNINRYILEQTELGYLVLDENCHMVLSNPAACTLLGISPIYAYD 239
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NTDB id 314762 CDG62 RS18175 WP 087528360.1 DQIDYRISDQA.QIQFDEQQLRQVLINLIRNAIRHNADEADHIQIRVYSYKNLVHIEVCDFGEGVATQDQTSLFQPFFST 477
NTDB id 1044 H0N27 RS16325 WP 206677389.1 HSIQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAPDSPYITINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST 480
consensus * ! *!!! * !!! !!!!!*!!!*!!!*!!!!** **! ! **! ! **!*!*!*!!!! ! * !! !!!!!

logo

E
S INGTGLGLYLSHSFCEANHQAKLTYYVEQKI

QGACFR I ECP I
R INYNDV

NTDB id 314762 CDG62 RS18175 WP 087528360.1 SINGTGLGLYLSHSFCEANQAKLYYVEQKIGACFRIECPRINNDV 522
NTDB id 1044 H0N27 RS16325 WP 206677389.1 EINGTGLGLYLSHSFCEANHAKLTYVEQKQGACFRIECPIIY... 522
consensus !!!!!!!!!!!!!!!!!!*!!! !!!!! !!!!!!!!! ! ***



X non conserved

X similar

X ≥ 50% conserved


