
logo MPTEINTPTKLPSDTSTPVSVYR I
VRVAVPVHYLYDCTFDYSTLTAQAEQYEHQRAEHVGASRVAI

VSFGRQNLVI
VGI

V ITVEKLVDTDPESEKPSFLDTGLGTFKQLKAI STDELL
NTDB id 314756 CDG62 RS17480 WP 087527025.1 MPENTLSTTPSYRIRVAVPVYLYDCFDYSLTAEQYHQAEVGARVAVSFGRQNVVGVIVEKLTDEKPLDLGFKLKAITELL 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
consensus !* * * ** !!*!!!!!!*!!!*!!!*!! !!* !*!! !!!*!!!!!!**!*! !!* * * ! !!!!**!!

logo DDEQSAP I LDETKQVLSLLTWASAQYYQFP IGEVMHQATALPASFLLRQGKPMYDNLVLAFHRLMWKI
L
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P
CDHNAVEADKLLKRSEGKQQDAYKQI LKLHPAT

NTDB id 314756 CDG62 RS17480 WP 087527025.1 DDSAILDTKVLSLLTWAAQYYQFPIGEVMHAALPSFLRQGKPYNLLARMWKLID.DHAEDKLKRSEKQQDAYKILKLHPT 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus !* *!!! !!!!!!! !!!!!!!!!!!!* !!! !!!!!! *! **!!* **!* ! !!!! !!!!!! !!!!!!

logo GTSTENI LNLASGI
VETATLKALEQKKGQI
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D
QCLTLEAPHQDFKSPQSAPMVQTLAQMPLTLPNDEDEQKKRAI

TQRYI
V
L
V
K
NAQRDHQSYHQAFLLDGLTGSGK

NTDB id 314756 CDG62 RS17480 WP 087527025.1 GTSENILNLAGIETATLKALEKKQITQCLLEAQDFKPQAMTLAQMPLTPNDEQKRAIQRILKARDSYHAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus !!*!!!!!! !*!!!!!!!! !! * ! !!**!! ! ** !!!!!!!*!**!!*! ! ** ! * !*!!!!!!!!!!!!

logo TEVYLHQI
VMHQEVLKQGKQVLVLVPE IGLTPQTI

VSRFKQSRFHNCDHIALLHSGLNDSKRLQAWQQSAQTGKAS I IV I
LGTRSAIYTP

NTDB id 314756 CDG62 RS17480 WP 087527025.1 TEVYLQVMQEVLKQGKQVLVLVPEIGLTPQTVSRFQSRFHCHIALLHSGLNDSKRLQAWQSAQTGKASIVIGTRSAIYTP 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!**!*!!!!!!!!!!!!!!!!!!!!!!*!!! !!!*!*!!!!!!!!!!!!!!!!!! !!!!!!!!**!!!!!!!!!

logo LPHRLGL I IVLDEEHDLSFYKQQEGFRYHARDVALYRAGHLEQGNCP I
V
I
LLGSATPS IDSYAHLVEQTGKLMTARLEQLDNQRAGHVALVLMPKMH

NTDB id 314756 CDG62 RS17480 WP 087527025.1 LPHLGLIVLDEEHDLSFKQQEGFRYHARDVALYRAHLENCPIILGSATPSIDSYALVEQGKMTRLELDQRAGVAVMPKMH 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus !!*!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!*!! !!**!!!!!!!!!!!*!!! !!*! ! ! !!!!*!**!!!!

logo
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V
A
V
K
QKQHNGI SQPQL I EHEQIKQKNRTLADKRKEQVL IVFLNRRGYAPVL IVCESCGWQASKNCPHCDAHNFTLVHRTQPYQSHYLHCHHCGTI

V

NTDB id 314756 CDG62 RS17480 WP 087527025.1 VIDLKVAQKQNGISQQLIHEIQKRLDKKEQVLVFLNRRGYAPVLICESCGWQSKCPHCDANFTVHRQPYQHLHCHHCGTI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
consensus *!!!!* !!*!!!!*!!* ! ! *!!!!!*!!!!!!!!!!!*!!!!!!! !!!!!!*!!*! !!! *!!!!!!!!*

logo HRLMPDEHCPEQCQHQKNESLKPTI
LGALGTAKVEEHNLQETLFPDNFHDVIRVDRDSTSRVGSWQKIYDNKR IQKQNSEKP I

S I LLGTQMLAKGHHFP
NTDB id 314756 CDG62 RS17480 WP 087527025.1 HRMPEHCPQCQHNELKPIGLGTAKVEENLQTLFPNFDVIRVDRDSTSRVGSWQKIYNKIQKSEPIILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus !!*!*!!! !!* !!**! !!!!!!!*!! !!! *!!!!!!!!!!!!!!!!!!!! *!! ! !!!!!!!!!!!!!!!



logo

H
YVTLVAI LDIDASGLLSVDFIRAPTERTAQL I IVQVAGRAGRGEHKKGEHVYLQTLRPDHPLLNTTL ILEKSDGYRASFVAKQTLAKERKAVALW

NTDB id 314756 CDG62 RS17480 WP 087527025.1 YVTLVAILDIDSGLLSVDFRATERTAQLIIQVAGRAGRGEKKGEVYLQTLRPDHPLLNTLLESGYRSFAKQTLKERKAAW 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus *!!!!!!!!!! !!!!!! !!*!!!!!!!*!!!!!!!!!!*!!*!!!!!!!!!!!!! !!*! !! !!!!! !!! !

logo

L
MPPYRYAAVL ILRACESKDQRDELYNTLQHNFLNQEAHAEQAQLRQAIASEGDNI

S
I
VDIWGP IPAPMERKAGRYQRAHMVI

LLSAKDRARLMHFYI
LRQWWAQNQ

NTDB id 314756 CDG62 RS17480 WP 087527025.1 MPPYRYAALLRCESKDQELNQNFLQEHAQALRQASENSIDIWGPIPAPMERKAGRYQAHMVLLSKDRARMHFYIRQWWQN 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ 720
consensus *!!!!!! !*!*!!!! * *!!*!*! !!! *!!!!!!!!!!!!!!!!! !!!!*!! !!!!*!!!*!!!! *

logo

L
V
V
WHANPKRPQHGQLMKRLS ILDI

VDPQEFLS
NTDB id 314756 CDG62 RS17480 WP 087527025.1 VWHN.KPHGMKLSLDIDPQELS 740
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVHAPRQHQLRLSIDVDPQEFS 742
consensus * ! ***! **!!*!*!!!! !
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