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NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
NTDB id 314734 CDG62 RS04315 WP 087527317.1 ...MKQTINSSGFTLIELMVVVVIVAIFAAIAIPSYQEYVRRAVASQAQQEVQRLATLLDRHKARNFSYRGFTTTSAV.. 75
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 R.......................GGYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLTAT 137
NTDB id 314734 CDG62 RS04315 WP 087527317.1 ...............LPVGATGSAIKYTLTIRDGNDPDLDLTDDEAAGRNWAIQAVSSDDKNYTMLLTSTGMRCKNKTTA 140
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKTWA 155
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 AVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 314734 CDG62 RS04315 WP 087527317.1 NVDFE.....SCGSTANGSEEW. 157
NTDB id 1006 ACIAD RS15005 WP 004923843.1 NISSS.....SCGT...GSESW. 169
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