
logo MKKVFLKNGMTPVANFLHSALGFIKKHQLLALALVCTVGS IVAGAIGLTAIAGEMAVEHAAPTASPRNHINPPASLKASGNAPNQVYVVKKRGDTLWDI SGKHRFLKNKNPVWRW
NTDB id 314714 BEN74 RS10080 WP 068910220.1 MKKVLKGTPALSALGFKKQLLALAVCVSIGAGLAGMAEAAPARNINPPALKAGAPQVYVVKKGDTLWDISKRFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVH.ATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! ! * *!!! !!*!!!!!*! ** ! * **!* *!*!!! !! !!*!!!!!*!!!!!!!! *!! ! !!

logo PE IWASNKQHVKNPHWI FYPGDRLLLMCSTLYDNGQRP I
L
I
VGKDEGDGCEVGI IRRYATGGQTTHKLQPQVR I

VEASLNNAS IVPVIPLEHYIKQWL
NTDB id 314714 BEN74 RS10080 WP 068910220.1 PEIWASNKHVKNPHWIFPGDRLLMCTYNGQPIIGKDEGDGCEGIIRRYAGG.TKLQPQVRIESLNNAIPVIPLEYIKQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!!!!*!* ! !**!!!!!!!! !!!!!! ! *!*!!!!!!*! !!! *!!!!!!*!!!!!

logo ENRSMTI
V
I
L
A
P
A
PDAS ILQTGNTPYI LVGTADQRVLAAGKGQTI

VYARGGQGLMEINVGQRYAVYREGEPYMYFMTDANAKGKKFHNSALGI
LELLTQVASGVAV

NTDB id 314714 BEN74 RS10080 WP 068910220.1 ERSMVIAPDALQGTPYILGTADQRVLAAKGQTVYARGGGMEVGQRYAVYREGEPYMFMDAAGKKFNAGLELTQVASGVAV 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! ! ****! * !!!!*!!!!!!!!!*!!!!*!!!! !* !!!!!!!!!!!!! ! ! !!!* !*!! !!!!!!!!

logo

R
S
G
SEKNDITTLELTDSSTYNAGEVRRGDRVLMPEEYDQAPMTLPTLFYPTVDSAEKNQI

VTADGGKS I IVRVLMGS IGRTAAAKHNSVVTI
LDRGTLTHQGI

VQTVG
NTDB id 314714 BEN74 RS10080 WP 068910220.1 RGENDITTLELTSTYNGEVRRGDRVLPEYDPMLPTLFYPTSAENITAGGSIVRVLGSIGTAAAHSVVTIDRGTLHGVQTG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !!!!!!!! *!!*!!!!!!!!*!! * !!!!!!! ! **! !! !*!!*!!!! !! *!!!!*!!!! *!*! !

logo

H
QVFDS IVNTQKQGESTI

V
R
TDPKTKERVIQLPGQQRIGSLVMVFKRATFDNQLSYAYVLDESDELP IKVGASGS IQPSPLQFLDNDE

NTDB id 314714 BEN74 RS10080 WP 068910220.1 HVFSVNQKGETVTDPKTKERIQLPGQRIGSVMVFKAFDNLSYAYVLDSELPIKVGAGIQPPLLDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *!! * ! !!** !!!!!! !!!!!! !!!*!!!* !!*!!!!!!!*!*!!!!!! !!*! *

X non conserved

X similar

X ≥ 50% conserved


