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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 314710 BEN74 RS09695 WP 068908105.1 .MEKRPLVLLVDDEEDLCLLMQMSLARMGIDTHSAHCLNEAKKFLSGHQYDACLTDLNLPDGNGLQLLEWINAHCAGLPV 79
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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logo AMVI
LTAYGSNLMEDTIA IQAALKAGAFDFLVTSKPVDNLPQGKVRHLDEREQLVLAQTKALRNKLRPQRAKNAPVSEHSDQPTAQTEENSAPLVEDHNNKLMRLLIGEQRSLPQPMIRQAQLRNIAQTLIGKKLIARS

NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE...AEEAPVDNRLLGESPPMRALRNQIGKLARS 155
NTDB id 314710 BEN74 RS09695 WP 068908105.1 AVLTAYGNMEIAIAALKAGAFDFVSKPVNPKHLEQLLQKALNKPAASSQPQENSLEHKMLIGQSQPIQQLRITLKKIARS 159
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
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logo QAPVYFVI STGESGSTGKELVVARNL IVHERQLGSPNR I
SERGPFVIPAVINCGAIPSTELMESEFLFGHKKGSFTGAAITEQDKQGLFI LQASASHGGTSLFLDE

NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
NTDB id 314710 BEN74 RS09695 WP 068908105.1 QAPVFITGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGAAQDKQGLIQSAHGGSLFLDE 239
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
NTDB id 314710 BEN74 RS09695 WP 068908105.1 IAELPLSMQVKLLRAVQEKRIRPVGSDAEVDVDFRVISASHQDLEALVQQGRFRQDLFFRIHVMDLVLPPLRERGSDILL 319
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP............. 382
NTDB id 314710 BEN74 RS09695 WP 068908105.1 LAQHFIQKISAEWDIPPKQLTARAQDFLTGQYYPGNVRELRNIIERAITLSDDGSIDLPQLQSAPLRQAA.APFAPAAPM 398
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS 400
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LDATDEETAEQEV

NTDB id 1473 PAKAF RS24000 WP 003094694.1 ......GASQEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 314710 BEN74 RS09695 WP 068908105.1 PAGAVPAEPALG.ARKLPEEGLELHLEKIEKDILLHALNLTHWNRTVAAKKLGMSFRSLRYRLKKFGLDADEA... 470
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IQTTV..AAPQA.VKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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