
logo MTATKINLLPWREDKELREQKRKKQEFLIATVFLVSCFI LGAVFGVFLVI
LGCIVALTAGTVFGLAGMTGWLFFYFGDNHKLDNQDQEQANQL I LMVTSTNQGNLDVQQLKTSLDENGLQQEQRDNA

NTDB id 314703 BEN74 RS09295 WP 068912899.1 MAKINLLPWRDELREKRKKEFIAVCIGAFFIGVLGVGATWLFFDNKLQDQEQANQLIVSTNQNLDVQLKSLEGLQEQRNA 80
NTDB id 1055 ABD1 RS15865 WP 000201227.1 MATINLLPWREELREQRKKQFITLCFGVVVLGITTVFGGWFYFDHKLDDQEQANQLIMSTNQNLDQQLKTLNGLQEQRDA 80
NTDB id 1011 ACIAD RS15190 WP 004923716.1 MTKINLLPWRDKLREKRKKEFLVFSILVGLLGCAAVLMGWFYFGHKLNDQEQANQLILTTNQGLDQQLKSLDGLQQQRNA 80
consensus !**!!!!!!!**!!!*!!!*!* ***** **!* *! **!**!**!!*!!!!!!!!!**!!!*!!*!!!*!*!!!*!!*!

logo IVI ERMKL IQGLQAGSQRP I
V
A
T
VVHRL ILVDELVRVTPSANMYI

LTKFTSRLTGDKFTLI EGKAESPNTVAELLRNLEASAPWYRNAFMNSFLVA
NTDB id 314703 BEN74 RS09295 WP 068912899.1 IIERMKLIQGLQGQRPIAVHLLDELVRVTPSNMYITKFSRLGDKFTLEGKAESPNTVAELLRNLEASPWYRNAFMNSFLV 160
NTDB id 1055 ABD1 RS15865 WP 000201227.1 IIERMKLIQGLQSQRPVVVRLVDELVRVTPSAMYLTKFSRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
NTDB id 1011 ACIAD RS15190 WP 004923716.1 IVERMKLIQGLQAQRPVTVRLIDELVRVTPSNMYLTKFTRTGDKFTIEGKAESPNTVAELLRNLEASAWYRNAFMNSFLA 160
consensus !*!!!!!!!!!!*!!!* !*!*!!!!!!!!!*!!*!!!*!*!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*

logo

N
AEDENKKDQKTAAPSSLVLVPRVEADEHGYGVSFLVVSTAVDLDGAELMVAGETVPSTELTALTDTDGSDQSADKQAPKQSATAVGPAEPASTNTAATVSGVAKAEKPAAK

NTDB id 314703 BEN74 RS09295 WP 068912899.1 AEEKKDQAPSSVVPRVEEGYGVFVVTADLDAVAEPELTGQADAKAAVPAANTATSAAEAAK 221
NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLGEMGVTTTDDSAKPST..GES...VGAAK... 213
NTDB id 1011 ACIAD RS15190 WP 004923716.1 AEDNKDKTPSSVVPRVEAGYGSFLVSVDLGELGTSLATSD.QPQT..PPT...AGVKP... 212
consensus *!**!!***!!**!!!!**!!*!*!**!!**** * * * * * * * ***
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