
logo MMKNINKQKI LSTLMWFLYGVMLALVCGI LAAGVLASVGCEDSR IDAI
V
H
NQEMATNIRNQPP I

L
A
P I EPAPDIVFMTVPAVEPQSTF INQYSAAHQSQLRKNSPFMLPNSSLATAELKIMS

AGKR
NTDB id 1013 ACIAD RS15180 WP 004923726.1 .MNNKILWLGLVILGLSGCDSRIDAIHQEMATIRNQPPLPIEPAPVFMPVPSFQYSASQLRNPFLPSSLAAELKIMSGKR 79
NTDB id 314701 BEN74 RS09285 WP 068912893.1 MKIKKISMFVMLGAALAGCESRIDAVNQEMANIRNQPPIAIEPAPDFVPAETFIYAAQQLKSPFLPNSLATELKIMAGKR 80
NTDB id 1057 ABD1 RS15855 WP 000695065.1 MKIKQITLYVLACAVLVGCDSRIDAVNQEMANIRNQPPLPIEPAPIFTPVPQFNYAAHQLKSPFMPSSLAAELKIMAGKR 80
consensus *****!****** **! !!*!!!!!**!!!!*!!!!!!**!!!!!*!*!***!*!*! !!**!!*!*!!!*!!!!!*!!!

logo VYPNLFASRAPQKPQPLESYALEASLTNMKGSLMRKNS INQANRAGNQVIMLAL IQTPDGNQEQI ERVQLVGSNYI
MGMLNHQYGR I ITVHKR I STPTQIDVLMVE I IVPDGHRDEG

NTDB id 1013 ACIAD RS15180 WP 004923726.1 VYPNLARPKQPLESYALESLTMKGSMRKINAQIMALIQTPDNEIERVQVGNYIGLNYGRIIRITPTQIDLMEIVPDGHDG 159
NTDB id 314701 BEN74 RS09285 WP 068912893.1 VYPNFSRQPQPLESYALESLNMKGSLRSQAGNVLALIQTPDGQIERVQLGSYMGLNHGRIVKITPTQIDVVEIIPDGREG 160
NTDB id 1057 ABD1 RS15855 WP 000695065.1 VYPNFSRAPQPLESYALEALNMKGSMRNNRGQILALIQTPDQQIERVQVGNYMGMNQGRITHISPTQIDLVEIVPDGREG 160
consensus !!!!**! *!!!!!!!!!*!*!!!!*! * ****!!!!!!!**!!!!!*!*!*!*! !!!**!*!!!!!**!!*!!!**!

logo YI
VERPRTSL IVL IGPKAP

NTDB id 1013 ACIAD RS15180 WP 004923726.1 YIERPRSLVLIGPKP 174
NTDB id 314701 BEN74 RS09285 WP 068912893.1 YVERPRSLILIGPAP 175
NTDB id 1057 ABD1 RS15855 WP 000695065.1 YVERPRTLVLIGPAP 175
consensus !*!!!!*!*!!!!*!
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X ≥ 50% conserved


