
logo MKRNSHKQGIVLFI SARRIQLFAGIS ILMAGLTALIVSAMYIASAMVLI FSMALMQPVAYALSLKAADQANVADS ILMEITGKSNLIVDKVVPALMANPQLIAPEGDNQRGVTRELIKDRLFVQMFDSNEKGPLVLPAKPQALQPRAQGSAFYTIQI
T
L
Q
E
K
N
QPAPSR I

L
A
I
VLDLFPIDGSKVTAGDQNPMQNGKQI

L
A
G
P
K
SDKT

Q
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
NTDB id 314700 BEN74 RS09280 WP 416240769.1 MNQVFRQFAMGAVAMAVMQAASAQVSMTGIVPMQIPGQGTEIRVMFNGLPP.QPQAYQLEQPSRLVLDFDKAQPNIK..Q 77
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
consensus !* ***** ** ** ************* ****************!***** *!*******! !**!!****** * *

logo

T
K
S
L
N
S
K
T

R
K
I
E
P
S
T

L
I
V
S
T
Q
A
V
L
T
G
N
N
S
E
T
L
A
R
H
SS IYVETNDI

V
A
S
T
V
E
A
S
A
V
D
A
K
G
D
K
D
QRATVSRVALVITI

L
V
E
NLATDKTRDLTSASVGSAYFSTGTSRTVAEGSNI

N
V
T
L
Y
F
F
S
I
V
LVKVLIGNAGNS ISKAPQSSANTAGTDSEALNASTFKVEANSTKAPVKASAPAQVLAPTAVSYAQEPVI

F
K
I
P
T
K
N
P
S
Q
V
A
Y
S
V

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSK.............EVFITNQV 145
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSK.............EVFITNQV 145
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 314700 BEN74 RS09280 WP 416240769.1 TSIPVATNEASSVEVASDAQRSRLTVNLADAGAFTTRVEGNTFILKINAASAAEA..........AQPA.........V. 137
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..........PVAT.........SA 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK..........PLPV.........VS 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK..........PLPV.........VS 138
consensus * *** *****!*** ** !*!****! * ********!* ****** * *

logo

P
Q
V
P
R
N
A
P
A
Q
A
G
Q
K
P

R
H
Q
A
E
G
V
I
G
R
K
S
R
NIDGFRQGR I

G
A
E
S
N
K
Q
Q
G
G
EGNQRL IVLVVIDVLQLSDGGPSTTGNLITSPPIVDI

VTQEQVQGGKSEKVIRVLIVDNRTFAPILKNGI
N
T
Q
K
L
V
IPADLTANHLRMAVKRRYLDNTVKTSNDFHASTPVASQFTISVINTDSMASQYAQNQEDSKGDSKGRKNVTVG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 314700 BEN74 RS09280 WP 416240769.1 QRQAQGISNIGFQRGSNGEGQIVVDLLGGNTPVDVQQQGSKIVIRTLGNKVPAHLARRLNVNDFATPVATIDAQNDGGNG 217
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
consensus *** *!*!*** ***! ***!* ******!****!************! *!**!*** !!**!! **** *** *

logo

S
R
V
M
I
S
T
V
I
E
L
Q
P
S
T
K
SGLDSYDGEHYLFMVAYQTVADNEKNRQKFLMTI

V
D
S
I
V
L
F
KPRMLPEQTTADNEKDVENAPRIVERRLQTNARSLSKLYKADNKAKNTFNPQAHVNFYSTGENKRKLI SLNDFQNDIDSE I

VRSARVLQL ILADFTDENGLINLMVTVASADTKSVQG
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
NTDB id 314700 BEN74 RS09280 WP 416240769.1 VITVQSSGSYEYMAYQTDNKLTVSLKRPEDKNP.LRSKAANHYTGKKISLDFQDIEVRRVLQLLADFTEINMVAADSVQG 296
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQDNVR.LNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
consensus *******!*!****!! *********** * * * * **!***!!*!!*!**!*!!!!*!!!!**!*!**!*!!!



logo

D
NITLHRLQNKNDI

VPWDQALDLIVI LTKTQKGNLDKRKRLKNGSNVLMI LWVIDATPAKVDSASE I
M
L
A
D
I
A
K
R
S
M
AEDREDQEQELAEKSAI

V
Q
K
Q
A
T
Q
I
S
A
I
T
E
V

E
KLEAP I

L
R
Q
R
S
T
D
ELYIKLQVILSKNYAKAGADVI ELMAGVKLFLI

NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
NTDB id 314700 BEN74 RS09280 WP 416240769.1 NITLRLKDVPWDQALDIVLKTKNLDKRRNGSVIWIAPVAELIKAEDEEAKAIAQSIKLAPIQTEYIKLSYAKAADVLKLL 376
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
consensus *!!!*!***!!!!!!!**!*!**!!!!**!*!*********** !********** *!*!*****!** !!!!*!* !*

logo

E
Q
K
T
E
S
D
Q
S
V
K
G
T
Q
R
S

D
S
N
A
D
S
N
K
G
S
T
G
N
Q
G
S
E
I
N
L
G
Q
S
H
N
R
T
T
S
A
GGGTSTSTNGLSNATTGVENDPSDLSGDLNASNLVEGTSKVLELGSGDPRGKSTAIVSTALQVDPVADRTNSTI

L
W
I
A
V
I
Y
Q
N
Q
D
P
T
Q
S
G
A
E
T
Q
N
R
S
K
L
I EDKEQLIVRREKI

L
M
V
I
S
K
D
Q
LLDVIAQPVRKQV

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
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