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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRR.QAEVAGQYLRKGSKVY 77
NTDB id 314554 D0Y83 RS15025 WP 067467794.1 .MAGSLNKVMLIGNLGADPEIRSFQNGGKVANLRIATSETWKDRNTGERQERTEWHTVAIFSEGLVGVVERFLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGK.LAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY....EEGYGQSQ..............EAYQRPA 133
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY....DEGYGQSQ..............EAYQRPA 133
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGN...QGSGWNQAP.......AQTNYNQGGYSDNY 143
NTDB id 314554 D0Y83 RS15025 WP 067467794.1 IEGQLQTRKWQDQSGNDRYSTEVVLRGLNGTLTMLDGAQGGSGGGGGGGQRGGGYGGGGGGSYGGGSQGGDNGGGWNQGG 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQG.................GMNVPAQQGSWGQPQ 142
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NTDB id 1103 NMB RS07590 WP 002212976.1 QQSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QQSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 A..QNNNFN..GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 314554 D0Y83 RS15025 WP 067467794.1 ....GGSSG..G............SAGGGSNYDDLDDDIPF 182
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....QPAKQ..HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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