logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
31450 GBEM RS12950 WP 012531023.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
31450 GBEM RS12950 WP 012531023.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1

D] AL’ R e eceseeLyel WD estebss bR Py,

. SVARNIT ATEH ABZBR)A R Q ABRKETREANS VVRD

PMIRVEIG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

EPMIRVHG
S

IMNDIAQRE
IMNDHQRH]
IMND Q
IMND
IMND
IMND
IMND
IMND

I4 SDLH SAG
Il SDLH SAG
ASDLHLSAG
[MASDLHLS G
@ IMASDLHLSAG
[ASDLHLSAG
ASDLHLSAG PPMIRVDG IMND
ASDLHLSAG PPMIRVDG IMND
1 ok sk ok ok ok ok sk ok skok ok ok okok |k * * * *

sl VS RSTTLAN

ETI (=

=vli=cli=ci=c=c = J=vJi=cl¥=c - ]=- J=~)
KRR <

* * x|

1 Rl

* % ok X

sl Pisl Aol

RS

1283
1259
1194
1202
1020
1060
1040
1081

consensus

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

ARFRVNAFNQSRGEY AVFRTIPS|X
ARFRVNAFNQNRGE\GAVERTIP S|
ARFRVNAFNQNRGE\GAVERTIP S|
ARFRVNFNQNRGIGAVFRTIPS[
ARFRVNAFNQNRGE\GAVERTIP S|
ARFRVNAFNQRNRGINGAVFRT IP S|

ARFRVNAFNQNRGINGAVFRT IPS|S
¥ U0 Lkor |

G

N|

N|

N

N

NW ARFRVNAFNQBRGH AVFRTIPS)X
N

G

G

N|

N

N|

N| E LGLENIF
*

EETIEIEL

* ockkokkokkokkokk kokk kk ok

I3 AMJAMIRGLVLVTGPTGSGKSTTLAAY
I ARSRGLVLVTGPTGSGKSTTLAAY
I DPAPRGLVLVTGPTGSGKSTTLAAM
ISTIAYPRGLVLVTGPTGSGKSTTLAAM
DIIMMPRGLVLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
DIIMNPRG VLVTGPTGSGKSTTLAAM
DI[MPRG VLVTGPTGSGKSTTLAAM
Pokokokokor Do D DD Dok ]

153
155
156
156
159
1565
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
31450 GBEM RS12950 WP 012531023.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
31450 GBEM RS12950 WP 012531023.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

1)

EDPIEFVH|®IK C
EDPIEF H[AE(AWNC
EDPIEF H|¥#X&C TNQREV[epsD T)y)
EDPIE HIK[HC NQREV[EFAD T)

EDPIEF HI@IKEY] INQREV[ESDTIH
EDPIEFVHMSKKNLINQRE H[ABITIH
EDPIEFVHMSKKBLINQRE H[AEITIH
EDPIEFVHSIWKCLINQREVH
EDPIEFVHMWWKCLINQREVH

EDPIEFVH@EMNKKCL NQREVH
EDPIEFVH[MBKKCL NQREVH
EDPIEFVHIXSKKCL NQREVH
EDPIEFVHIENNKKCL NQREVH
EDPIEFVHINgKKCLINQREVH
EDPIEFVH@MNKKCLINQREVH
EDPIEFVHMSKKCLINQREVH
EDPIEFVHRSKKCLINQREVH
EE N korskokor DDk |

TR et e, S A o B

IDRI DVFP

q
T DRI DVFPA[EK

e W el AR

WNALR ALR [APD
INALESALREDPD
INYALRSALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WALRSALREDPD
WALRSALREDPD
§)IALRSALREDPD
)3ALRSALREDPD
WA LRSALREDPD
M3ALRSALREDPD
WA LRSALREDPD
M5ALRSALREDPD

NEEENE

NETE

1t

R

Ve DT AT VR Tk

RERIEF DNALINJAETGHLVF | TLHESUYARLN
RDMET I|/WNALTIMAETGHL[F TLHTWS[HAM
RDMETIONA TAAETGHLVEIGTLHTRS Al

G
G

RDMETIJMLA TAAETGHLVFGTLHTRNS ANK
RDIMETIMLA TAAETGHLVEGTLHTRNS AR
RDMETIIMLALTAAETGHLVFGTLHT
RDMETIRLALTAAETGHLVFGTLHT
RDMETIIMLALTAAETGHLVFGTLHT
RDMETIIMLALTAAETGHLVFGTLHT
RDMETIIMLALTAAETGHLVFGTLHT

RDMETIRLALTAAETGHLVFGTLHT
Plsls Do klkss b LIDEToonll]

TRl RERKVA%.hA,1Q o

SAAK
SAAK
SAAK
SAAK
SAAK
SAAK
* % ok %k

MLSESLEINAVISQN
MLSESLEINAVISQN
MLSESLIAVI Q]
MLSESLIHAVI QJs
MLSESLNAV QN
MLSESLNAV QF
MLSESL[N] VISQpN
MLSESL[NAVISQpN
MLSESLNAVISQEN
TIDR IDVFPAEEK MVREIMMLSESL[NAVISQpN
TIDR IDVFPAEEK MVREWMLSESL[NAVISQEN

TIDR IDVFPAEEK MVREMLSESL[NAVISQpN
Fok 1ok ok ok okok ok kR ok okok ok ok ok ok Dokokk | kokokok |

T DRI DVFPA[§EK
TIDRIIDVFP N K
TIDRIIDVFP B K
TI RIIDVFPAEEKEMVR
TI RIIDVFPAEEKEMVR
TIDR DVFPAEEKEWMVR

.NKGGRVAAHEIM

BUUGGRVAAR
WIGGGRVAAHEIMI
MUGGGRVAAHEIMI
WAGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

MUGGGRVAGHEIM
BAIGGGRVA[Y

HEIM

EIM

*% | ok | oxokx

Q .
WPAIRNLIREBKVAQMYSHIQTG LW
BWPATRNLIREBKVAQMYSHMIQTG [N

A TRNLIREINK AQMYSHIQTG[aESS
NG ATRNLIRENK AQMYSHIQTG[NES
IWPAIRNLIRENKVAQMYSEIQTG
BWPAIRNLIRENKVAQMYSHIQTG
IIPATRNLIRE[@KVAQMYSHIQTG
IIPATRNLIRENKVAQMYSEVIQTG
IIPATRNLIRERNKVAQMYSENIQTG

IIPATRNLIRENKVAQMYSE\IQTG
* sk |l Kook kKoK K [

233
235
236
236
239
235
235
235
235
235
235
235
235
235
235
235
235

312
314
315
316
318
314
314
313
313
313
313
313
313
313
313
313
313



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203
1019

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

31450 GBEM RS12950 WP 012531023.1

1307
1116
1086
1185
1176
1283
1259
1194
1202
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

31450 GBEM RS12950 WP 012531023.1

1307
1116
1086
1185
1176
1283
1259
1194
1202
1020
1060
1040
1081

consensus

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

1

1

1

QTL L&{VAMSEE Rep

EQDIALHS
YEDILLH
vADILKH

LER
IAPEAVNRRR
INAPEVEARRR

S8R D SINKEK
NLPTIRAV
mrQTNRT A
8P QTIRT A

[P
* [pNoNoNoNPNP] = = [pNop]

IS KHTIHEA
IS KHTEHEA
IS RENIREK

8P QTNRT A

X non conserved
B similar
> 507 conserved

A(P ELE
Léﬁ%ggﬁakﬁkﬁkmucﬁa%.ag-‘ 2

acalVERess

IS AN s ABELE

INDSANDLRLMLKTKRGDDY. . .GSGSLQNVKI

INDSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. . ..
IDSPNNLRLQIKLSEEANKPLDNRERMSEMER........ KMTFDGQRRNLK. . ..
SEPDELKQMLAP....GA...GAGQMR. .RPPQR. ... ... ... ... ... ...
INID . PKEIJARLANDASAGL . . .GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAA
QN S E SM S .
AN S ESM S . i

INLN .
LN .
KT .
KQ .
IKS .
IKQ .

NkQ .
NxQ .

368
381
383
366
418
347
347
345
345
344
344
344
344
344
345
345
345

368
381
383
366
394
347
347
345
345
344
344
344
344
344
345
345
345



