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NTDB id 314255 D3P10 RS07695 WP 375338525.1 MNLNEHFLLKLYWSHFTTSQIHQFYRYHPHIFQMTSNEQETSLLCWITQHH.PTLLSKFHKYKQINIVEIMKILRQLHVK 79
NTDB id 40 MW RS06080 WP 000593192.1 ..MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVHLLRKYYAFIKLDHNDIIKELQKLKVS 78
NTDB id 25 SA RS06185 WP 000593194.1 ..MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVLLLRKYYAFIKLDHNDIIKELQKLKVS 78
consensus ****!!!!!!!*!!*!*!!!!!****!*************!**!******* !!*!***********!*!*!**!*!*

logo YITFYFMDESNEYPYVLLKE IYDQYFPFLVLLFYKGDNKIKLFI LNSNNMQHTHLAI
VVGARKDCSSTNSYTQEQASLQEYFLFLPSSNFDKESKNYI

LTI IVSGLAEQGADSAEMA
NTDB id 314255 D3P10 RS07695 WP 375338525.1 YITFFDENYPYLLKEIYDYPFVLFYKGDKKLFLSNQTLAIVGARKCSNYTQEALQYLFPSFKEKNITIISGLAEGADSEA 159
NTDB id 40 MW RS06080 WP 000593192.1 YITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMA 158
NTDB id 25 SA RS06185 WP 000593194.1 YITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMA 158
consensus !!!**!**!!*!!!!!!**!**!!!!!**!!******!!*!!!!****!!!**!**!****!*!**!!*!!!!*!!!**!
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NTDB id 314255 D3P10 RS07695 WP 375338525.1 HIQALKIDLSTIAVLGFGHHYYYPRNLVSLRKNIEEKGLVISEYPPFSPIAKYKFPERNRIISGLSKGVLLTESNERSGS 239
NTDB id 40 MW RS06080 WP 000593192.1 HQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQSGS 238
NTDB id 25 SA RS06185 WP 000593194.1 HQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQSGS 238
consensus !**!!!**!*!!!!!*!!!***!!*****!!**!!!!!!!!!!!!!**!!!!!*!!!!!!!!!!!!!!!!*!!**!*!!!
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HITVIDCFALEQNRNVYVLPGKSLMFDNSPKMTKGNLLLRHIQEGASKMVVVLSNAENDI LFQEDYLYNI

NTDB id 314255 D3P10 RS07695 WP 375338525.1 RITVDCALEQNRNVYVLPGKLFDSKTKGNLLLHQEGASMVVSAEDILQDYLN 291
NTDB id 40 MW RS06080 WP 000593192.1 HITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
NTDB id 25 SA RS06185 WP 000593194.1 HITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
consensus *!!*!*!!!!!!!!!!!!!**!***!!!!!!**!!!!**!**!*!!**!!**
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