
logo MTVFSSSSSKRKASRALTVAVLRGRNRAYAFSPFTEGNRAKI
LVAGSGHYAVDSAIDEQLVREQALMNVQTAVKRKTGKRSLPVETEVLKQAEMVTGRTETLMPSPDELVLRQYHKKNQQLFELK

NTDB id 314127 D3A95 RS09825 WP 181494855.1 MVFS..SRKA.LTVRGRAASPTERAIVASGYASIDQVREAMNTARKTGKSLVTVLQEMTGTTMPPDVLRQYHKQQLFELK 77
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
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NTDB id 314127 D3A95 RS09825 WP 181494855.1 RMVITLEDYQRLIDPILNKQVAETAASK..NAPAAIGEINIEEDIEAIGGLEELEGEQ..EVDLAEALRGAEDAPIIALV 233
NTDB id 1410 SGL RS13950 WP 010873519.1 RLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDL..TDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLV 237
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NTDB id 314127 D3A95 RS09825 WP 181494855.1 NKILAKALTEGVSDIHVEPQEEYLRIRFRKDGVLHQAFDPLPKKIVPAVVSRFKILADLDIAERRAPQDGRIRKMFQGRR 313
NTDB id 1410 SGL RS13950 WP 010873519.1 NKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRK 317
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TVRELMAIAKRPFYGL IMLVTGPTGSGKSTTTLYSAVLAECRNSPEGV
NTDB id 314127 D3A95 RS09825 WP 181494855.1 VDFRVNTLPSRWGEKVVLRILDNSATQLGLDKLITDPESLAIVREMIKRPFGLILVTGPTGSGKTTTLYSALAECNSPGV 393
NTDB id 1410 SGL RS13950 WP 010873519.1 VDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEV 397
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NTDB id 314127 D3A95 RS09825 WP 181494855.1 NISTAEDPIEYTLPGLTQVQVIREKGMDFASILRAFLRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAASA 473
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logo SELMKRAKRKSASLTCRTCAGAEALQPQEWLDECPYCMTPSRFSVD
NTDB id 314127 D3A95 RS09825 WP 181494855.1 SELKAKRKSSLTCRTCGAEAQPEWLECPYCMTPRFVD 670
NTDB id 1410 SGL RS13950 WP 010873519.1 SEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus !!**!!!!! !!!!!!*!! !*!!!*!!!!!!*!! *

X non conserved

X similar

X ≥ 50% conserved


