
logo MVQKKAQEL IQKAI EMEASDIYL IASGNLYKIY IRQQLGRTL I EELVNQE IGLAPELLLTHVDFKYFLALAMGTMNTGERRRVQLGACWYE
NTDB id 314105 LL1196 RS12145 WP 014573341.1 MVQKKAQELIQKAIEMEASDIYLIASGNLYKIYIRQQLGRTLIEELNQEIGLPELLVDYLAMT................. 63
NTDB id 586 KW2 RS10855 WP 011836048.1 MVQKKAQELIQKAIEMEASDIYLIASGNLYKIYIRQQLGRTLIEEVNQEIGLALLTHFKFLAGMNTGERRRVQLGACWYE 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!* ! * *****************

logo

LEGSSAKRLRLSTVGDFEGNESLVIRLLHDQKQELEFWFDDKLQDFRCKRGLYLFAGPVGSGKTSLMFDLAHRHFSNAQV
NTDB id 314105 LL1196 RS12145 WP 014573341.1 ................................................................................ 63
NTDB id 586 KW2 RS10855 WP 011836048.1 LEGSSAKRLRLSTVGDFEGNESLVIRLLHDQKQELEFWFDDKLQDFRCKRGLYLFAGPVGSGKTSLMFDLAHRHFSNAQV 160
consensus ********************************************************************************

logo

IT I EEPVEL IDSDF IQLQVNDVIGNSYDEL IKLSLRHRPDLL IVGE IRDQQTARAVLRASLTGYTVFSTIHAASVKGVVQ
NTDB id 314105 LL1196 RS12145 WP 014573341.1 ................................................................................ 63
NTDB id 586 KW2 RS10855 WP 011836048.1 ITIEEPVELIDSDFIQLQVNDVIGNSYDELIKLSLRHRPDLLIVGEIRDQQTARAVLRASLTGYTVFSTIHAASVKGVVQ 240
consensus ********************************************************************************

logo

RLLELGLSDWELKNGLEAVVYQRL IAGKGVLDIAKSKFDTWSPKKWNEKI ENLYANGHLTAI EAEREKI S INQASKIDTT
NTDB id 314105 LL1196 RS12145 WP 014573341.1 ................................................................................ 63
NTDB id 586 KW2 RS10855 WP 011836048.1 RLLELGLSDWELKNGLEAVVYQRLIAGKGVLDIAKSKFDTWSPKKWNEKIENLYANGHLTAIEAEREKISINQASKIDTT 320
consensus ********************************************************************************

logo

DGESFE
NTDB id 314105 LL1196 RS12145 WP 014573341.1 ...... 63
NTDB id 586 KW2 RS10855 WP 011836048.1 DGESFE 326
consensus ******
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