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NSHTDF LpP [ WYPRQLLPYTRIYPPI FGG AQALLQPQIAIVGSRKPSPHGRQ AYDFA YLSEKGF INSGLA[G
IMQHTDFILTPDDSGYPTQLLPYTDHPPI FGISGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGF ISSGLAYG
IMQHTDFILTPDDSGYPTQLLPYTDHPPI FGIMGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGF ISSGLAYG
(NWHTDFI TPDDI§ YP QL PYWND PPI FGQGSIQ L QPQIA VGSRKPSPHGRQVAYDF Y LSEKGF I SGLABIG
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IDEAAHING IWHQRTIAVHGTGLD[N TYPTAHTQLRQQITEQRGA ITEFLPGTIMPLQQHFPRRNRIVSGLSLGV VEEA
IDEAAHQGAEWHQRTIAVTGTGLDTTYPAQNKKLAWHILAINGAIITEFLPGTPPLQQHFPRRNRIVSGLSLGVLVVEAT
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LKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPTQWQSQQQNQT
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