logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 313882 CDG61 RS16250 WP 416240720.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 313882 CDG61 RS16250 WP 416240720.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 313882 CDG61 RS16250 WP 416240720.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 313882 CDG61 RS16250 WP 416240720.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 313882 CDG61 RS16250 WP 416240720.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 313882 CDG61 RS16250 WP 416240720.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

seruDED & T EThdatmlmalh LTULD S [l 7Y
i v JEEHER f BEPY. HRRRAL A B B
DAt
Bk R e
AR TR ImRE i A28, ER O Lk )

S
SQAPV I GESG GKE VARLTIHINNGIRIWENPE Jj NCGAIP ELMESERFGHKKGSFTGAM DKQGL)3Q ARGG LFLD
SQAPVFITGESGTGKEVVANLIHRLSNR@®EGPFIAINCGAIP[ LMESELFGHKKGSFTGATQDKQGLIQSAHGGSLFLD
SQAPVF TGESGTGKEVVANL HRLSNRBJEGPFIAINCGAIP ELMESELFGHKKGSFTGATQDKQGLIMSAHGGSLFLD

L1 CORLLRAORRgUR v eaF TRV Sherl o\ BERRDLEERI Lt e AER: L
EVAE\. iQVKHRAIQEKEVRAI EQEVQ\/DVRIL ATHQD\.@;LVQA U L ALCIREL
E A LP MQVKLLRA QEKE REVGENQE EIVDYYR [¢A HIQDLEWNAVIGAGRFRQDL R RV Lj PPLRERKBIEDI|3
EIAELPLSMQVKLLRAVQEK IRP GS REIDVDFRVISASHQDL [JLVNQGRFRQDLFFRIHVMDL LPMALRERGEDIL
ETIAELPLSMQVKLLRAVQEK IRPVGS QEIDVDFRVISASHQDL |MLVIQG FRQDLFFRIHVMDL LPPLRERGED L

el TErlgry ggDQQsﬁ\_RsAkﬁv S
HA@\?HEMAKETB&EAKQHE %%éﬂ@@ﬁﬁ NVRHENJERM |l S Aok Y ksSsse
IRWAER T RKREAGETGEZAARIBIGDINQEKIRKIN Y RISZCRAHANEPUSNRN YIRRCIH)IDORIOPHDIRRLI\DAPEASQ . . . . . . . .
LLA HFIBIKICIS ETISPIRRSRIAR Q LLEQY PGNVRELRNIIERAITLS DSJQID [ QSINAMNQFRIVKIZLQEISSE
LLA HFI[KICul WPIHKNLTEMNAINY LL QBEIFPGNVRELRNMIERAITLSEDEWNID B HPNARAAN I SNIZFARAAQ
PV okoskoksk sk skokokokok ok D hx

....... B Ikkkk 3k * *

VSAV

ooVt OaE e el AL T AT AR THRSLVRLNE ez
............. EGINASLSEIBNIRADNARIDINNR K M ALI¥AT WNRTRAA[R] LGIMTFRS RYRLKKIRG D s
INDTEVARNEVRINAAS] i KLPIREGLEMSILEIY EK ILMNALN THWNRTLAAKKLGM FRSLRYRLKKFGLD EN. ..
IR T VR VYA AW KLPSEGLERYLEINIEK ILIMNALN THWNRTLAAKKLGMTFRSLRYRLKKFGLD TEQEV

*x ok *

% kokskk ok DD ox 1|

X non conserved
B similar
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